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<220> 

<221> misc_feature 

<222> (12).. (12) 

<223> V is A , C, G or T. 


<220> 

<221> misc_feature 

<222> (15).. (15) 

<223> "n" is A , C, 6 or T. 


<220> 

<221> misc_feature 

<222> (18).. (18) 

<223> V is A , C f G or T. 


<220> 

<221> misc_feature 

<222> (36) . . (36) 

<223> V is A , C, 6 or T. 


<220> 

<221 > m i sc_f eature 

<222> (39).. (39) 

<223> V is A , C, G or T. 

<400> 1 

tgyttyttym gnggnggntt yttyaaycay aayccnmgnt aytgy 45 


<210> 2 
<211> 15 
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<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Sequence 

<400> 2 

Cys Phe Phe Arg Gly Gly Phe Phe Asn His Asn Pro Arg Tyr Cys 
1 5 10 15 


<210> 3 

<211> 3386 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gccgcggcca gctccggcgg gcaggggggg cgctggagcg cagcgcagcg cagccccatc 60 

agtccgcaaa gcggaccgag ctggaagtcg agcgctgccg cgggaggcgg gcgatggggg 120 

caggtgccac cggccgcgcc atggacgggc cgcgcctgct gctgttgctg cttctggggg 180 

tgtcccttgg aggtgccaag gaggcatgcc ccacaggcct gtacacacac agcggtgagt 240 

gctgcaaagc ctgcaacctg ggcgagggtg tggcccagcc ttgtggagcc aaccagaccg 300 

tgtgtgagcc ctgcctggac agcgtgacgt tctccgacgt ggtgagcgcg accgagccgt 360 

gcaagccgtg caccgagtgc gtggggctcc agagcatgtc ggcgccgtgc gtggaggccg 420 

acgacgccgt gtgccgctgc gcctacggct actaccagga tgagacgact gggcgctgcg 480 

aggcgtgccg cgtgtgcgag gcgggctcgg gcctcgtgtt ctcctgccag gacaagcaga 540 
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acaccgtgtg cgaggagtgc cccgacggca cgtattccga cgaggccaac cacgtggacc 600 

cgtgcctgcc ctgcaccgtg tgcgaggaca ccgagcgcca gctccgcgag tgcacacgct 660 

gggccgacgc cgagtgcgag gagatccctg gccgttggat tacacggtcc acacccccag 720 

agggctcgga cagcacagcc cccagcaccc aggagcctga ggcacctcca gaacaagacc . 780 

tcatagccag cacggtggca ggtgtggtga ccacagtgat gggcagctcc cagcccgtgg 840 

tgacccgagg caccaccgac aacctcatcc ctgtctattg ctccatcctg gctgctgtgg 900 

ttgtgggcct tgtggcctac atagccttca agaggtggaa cagctgcaag cagaacaagc 960 

aaggagccaa cagccggcca gtgaaccaga cgcccccacc agagggagaa aaactccaca 1020 

gcgacagtgg catctccgtg gacagccaga gcctgcatga ccagcagccc cacacgcaga 1080 

cagcctcggg ccaggccctc aagggtgacg gaggcctcta cagcagcctg cccccagcca 1140 

agcgggagga ggtggagaag cttctcaacg gctctgcggg ggacacctgg cggcacctgg 1200 

cgggcgagct gggctaccag cccgagcaca tagactcctt tacccatgag gcctgccccg 1260 

ttcgcgccct gcttgcaagc tgggccaccc aggacagcgc cacactggac gccctcctgg 1320 

ccgccctgcg ccgcatccag cgagccgacc tcgtggagag tctgtgcagt gagtccactg 1380 

ccacatcccc ggtgtgagcc caaccgggga gcccccgccc cgccccacat tccgacaacc 1440 

gatgctccag ccaacccctg tggagcccgc acccccaccc tttggggggg gcccgcctgg 1500 

cagaactgag ctcctctggg caggacctca gagtccaggc cccaaaacca cagccctgtc 1560 

agtgcagccc gtgtggcccc ttcacttctg accacacttc ctgtccagag agagaagtgc 1620 
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ccctgctgcc tccccaaccc tgcccctgcc ccgtcaccat ctcaggccac ctgccccctt 1680 

ctcccacact gctaggtggg ccagcccctc ccaccacagc aggtgtcata tatggggggc 1740 

caacaccagg gatggtacta gggggaagtg acaaggcccc agagactcag agggaggaat 1800 

cgaggaacca gagccatgga ctctacactg tgaacttggg gaacaagggt ggcatcccag 1860 

tggcctcaac cctccctcag cccctcttgc cccccacccc agcctaagat gaagaggatc 1920 

ggaggcttgt cagagctggg aggggttttc gaagctcagc ccacccccct cattttggat 1980 

ataggtcagt gaggcccagg gagaggccat gattcgccca aagccagaca gcaacgggga 2040 

ggccaagtgc aggctggcac cgccttctct aaatgagggg cctcaggttt gcctgagggc 2100 

gaggggaggg tggcaggtga ccttctggga aatggcttga agccaagtca gctttgcctt 2160 

ccacgctgtc tccagacccc caccccttcc ccactgcctg cccacccgtg gagatgggat 2220 

gcttgcctag ggcctggtcc atgatggagt caggtttggg gttcgtggaa agggtgctgc 2280 

ttccctctgc ctgtccctct caggcatgcc tgtgtgacat cagtggcatg gctccagtct 2340 

gctgccctcc atcccgacat ggacccggag ctaacactgg cccctagaat cagcctaggg 2400 

gtcagggacc aaggacccct caccttgcaa cacacagaca cacgcacaca cacacacagg 2460 

aggagaaatc tcacttttct ccatgagttt tttctcttgg -gctgagactg gatactgccc 2520 

ggggcagctg ccagagaagc atcggaggga attgaggtct gctcggccgt cttcactcgc 2580 

ccccgggttt ggcgggccaa ggactgccga ccgaggctgg agctggcgtc tgtcttcaag 2640 

ggcttacacg tggaggaatg ctcccccatc ctccccttcc ctgcaaacat ggggttggct 2700 
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gggcccagaa ggttgcgatg aagaaaagcg ggccagtgtg ggaatgcggc aagaaggaat 2760 

tgacttcgac tgtgacctgt ggggatttct cccagctcta gacaaccctg caaaggactg 2820 

ttttttcctg agcttggcca gaagggggcc atgaggcctc agtggacttt ccaccccctc 2880 

cctggcctgt tctgttttgc ctgaagttgg agtgagtgtg gctcccctct atttagcatg 2940 

acaagcocca ggcaggctgt gcgctgacaa ccaccgctoc ccagcccagg gttcccccag 3000 

ccctgtggaa gggactagga goactgtagt aaatggcaat tctttgacct caacctgtga 3060 

tgaggggagg aaactcaoct gctggcccct cacctgggca cctggggagt gggacagagt 3120 

ctgggtgtat ttattttcct ccccagcagg tggggagggg gtttggtggc ttgoaagtat 3180 

gttttagcat gtgtttggtt ctggggcccc tttttactoc ccttgagctg agatggaacc 3240 

cttttggccc ccagctgggg gccatgagct ccagaccccc agcaaccctc ctatcaoctc 3300 

ccctccttgc ctcctgtgta atcatttctt gggccctcct gaaacttaca cacaaaacgt 3360 

taagtgatga acattaaata gcaaag 3386 

<210> 4 

<211> 427 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Qly Ala 6ly Ala Thr Gly Arg Ala Met Asp Gly Pro Arg Leu Leu 
1 5 10 15 
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Leu Leu Leu Leu Leu Gly Val Ser Leu Gly Gly Ala Lys Glu Ala Cys 
20 25 30 


Pro Thr Gly Leu Tyr Thr His Ser Gly Glu Cys Cys Lys Ala Cys Asn 
35 40 45 


Leu Gly Glu Gly Val Ala Gin Pro Cys Gly Ala Asn Gin Thr Val Cys 
50 55 60 


Glu Pro Cys Leu Asp Ser Val Thr Phe Ser Asp Val Val Ser Ala Thr 
65 70 75 80 


Glu Pro Cys Lys Pro Cys Thr Glu Cys Val Gly Leu Gin Ser Met Ser 
85 90 95 


Ala Pro Cys Val Glu Ala Asp Asp Ala Val Cys Arg Cys Ala Tyr Gly 
100 105 110 


Tyr Tyr Gin Asp Glu Thr Thr Gly Arg Cys Glu Ala Cys Arg Val Cys 
115 120 125 


Glu Ala Gly Ser Gly Leu Val Phe Ser Cys Gin Asp Lys Gin Asn Thr 
130 135 140 


Val Cys Glu Glu Cys Pro Asp Gly Thr Tyr Ser Asp Glu Ala Asn His 
145 150 155 160 
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Val Asp Pro Cys Leu Pro Cys Thr Val Cys Glu Asp Thr Glu Arg Gin 
165 170 175 


Leu Arg Glu Cys Thr Arg Trp Ala Asp Ala Glu Cys Glu Glu I le Pro 
180 185 190 


Gly Arg Trp lie Thr Arg Ser Thr Pro Pro Glu Gly Ser Asp Ser Thr 
195 200 205 


Ala Pro Ser Thr Gin Glu Pro Glu Ala Pro Pro Glu Gin Asp Leu lie 
210 215 220 


Ala Ser Thr Val Ala Gly Val Val Thr Thr Val Met Gly Ser Ser Gin 
225 230 235 240 


Pro Val Val Thr Arg Gly Thr Thr Asp Asn Leu lie Pro Val Tyr Cys 
245 250 255 


Ser lie Leu Ala Ala Val Val Val Gly Leu Val Ala Tyr lie Ala Phe 
260 265 270 


Lys Arg Trp Asn Ser Cys Lys Gin Asn Lys Gin -Gly Ala Asn Ser Arg 
275 280 285 


Pro Val Asn Gin Thr Pro Pro Pro Glu Gly Glu Lys Leu His Ser Asp 
290 295 300 


WO 2004/087744 


9/129 


PCT/JP2004/004385 


Ser Gly lie Ser Val Asp Ser Gin Ser Leu His Asp Gin Gin Pro His 
305 310 315 320 


Thr Gin Thr Ala Ser Gly Gin Ala Leu Lys Gly Asp Gly Gly Leu Tyr 
325 330 335 


Ser Ser Leu Pro Pro Ala Lys Arg Glu Glu Val Glu Lys Leu Leu Asn 
340 345 350 


Gly Ser Ala Gly Asp Thr Trp Arg His Leu Ala Gly Glu Leu Gly Tyr 
355 360 365 


Gin Pro Glu His lie Asp Ser Phe Thr His Glu Ala Cys Pro Val Arg 
370 375 380 


Ala Leu Leu Ala Ser Trp Ala Thr Gin Asp Ser Ala Thr Leu Asp Ala 
385 390 395 400 


Leu Leu Ala Ala Leu Arg Arg lie Gin Arg Ala Asp Leu Val Glu Ser 
405 410 415 


Leu Cys Ser Glu Ser Thr Ala Thr Ser Pro Val- 
420 425 


<210> 5 

<211> 1921 

<212> DNA 

<213> Homo sapiens 
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<400> 5 

ggcacgaggg ggcggccgac gacgttcgtc atttagtgcg ggagggatcc tgaaccgcgc 60 

ggccgaaccc tccggtgtcc cgacccaggc taagcttgag catggctgag caggagccca 120 

cagccgagca gctggcccag attgcagcgg agaacgagga ggatgagcac tcggtcaact 180 

acaagccccc ggcccagaag agcatccagg agatccagga gctggacaag gacgacgaga 240 

gcctgcgaaa gtacaaggag gccctgctgg gccgcgtggc cgtttccgca gaccccaacg 300 

tccccaacgt cgtggtgact ggcctgaccc tggtgtgcag ctcggccccg ggccccctgg 360 

agctggacct gacgggcgac ctggagagct tcaagaagca gtcgtttgtg ctgaaggagg 420 

gtgtggagta ccggataaaa atctctttcc gggttaaccg agagatagtg tccggcatga 480 

agtacatcca gcatacgtac aggaaaggcg tcaagattga caagactgac tacatggtag 540 

gcagctatgg gccccgggcc gaggagtacg agttcctgac ccccgtggag gaggcaccca 600 

agggtatgct ggcccggggc agctacagca tcaagtcccg cttcacagac gacgacaaga 660 

ccgaccacct gtcctgggag tggaatctca ccatcaagaa ggactggaag gactgagccc 720 

agccagaggc gggcagggca gactgacgga cggacgacgg acaggcggat gtgtcccccc 780 

cagcccctcc cctccccata ccaaagtgct gacaggccct ccgtgcccct cccaccctgg 840 

tccgcctccc tggcctggct caaccgagtg cctccgaccc ccctcctcag ccctccccca 900 

cccacaggcc cagcctcctc ggtctcctgt ctcgttgctg cttctgcctg tgctgtgggg 960 

gagagaggcc gcagccaggc ctctgctgcc ctttctgtgc cccccaggtt ctatctcccc 1020 
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gtcacacccg aggcctggct tcaggaggga gcggagcagc cattctccag gccccgtggt 1080 
tgcccctgga cgtgtgcgtc tgctgctccg gggtggagct ggggtgtggg atgcacggcc 1140 
tcgtgggggc cgggccgtcc tccagccccg ctgctccctg gccagccccc ttgtcgctgt 1200 
cggtcccgtc taaccatgat gccttaacat gtggagtgta ccgtggggcc tcactagcct .1260 
ctaactccct gtgtctgcat gagcatgtgg cctccccgtc ccttccccgg tggcgaaccc 1320 
agtgacccag ggacacgtgg ggtgtgctgc tgctgctccc cagoccacca gtgcctggcc 1380 
agcctgcccc cttccctgga cagggctgtg gagatggctc cggcggcttg gggaaagcca 1440 

aattgccaaa actcaagtca cctcagtacc atccaggagg ctgggtattg tcctgcctct 1500 

gccttttctg tctcagcggg cagtgcccag agcccacacc cccccaagag ccctcgatgg 1560 

acagcctcac ccaccccacc tgggcccagc caggagcccc gcctggccat cagtatttat 1620 

tgcctccgtc cgtgccgtco ctgggccact ggcctggcgc ctgttccccc aggctctcag 1680 

tgccaccacc cccggcaggc cttccctgac ccagccagga acaaacaagg gaccaagtgc 1740 

acacattgct gagagccgtc tcctgtgcct cccccgcccc atccocggtc ttcgtgttgt 1800 

gtctgccagg ctcaggcaga ggcgcctgtc cctgcttctt ttctgaccgg gaaataaatg 1860 

cccctgaagg aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1920 

a 1921 


<210> 6 
<211> 204 
<212> PRT 
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<213> Homo sapiens 
<400> 6 

Met Ala Glu Gin Glu Pro Thr Ala Glu Gin Leu Ala Gin lie Ala Ala 
1 5 10 15 


Glu Asn Glu Glu Asp Glu His Ser Val Asn Tyr Lys Pro Pro Ala Gin 
20 25 30 


Lys Ser lie Gin Glu lie Gin Glu Leu Asp Lys Asp Asp Glu Ser Leu 
35 40 45 


Arg Lys Tyr Lys Glu Ala Leu Leu Gly Arg Val Ala Val Ser Ala Asp 
50 55 60 


Pro Asn Val Pro Asn Val Val Val Thr Gly Leu Thr Leu Val Cys Ser 
65 70 75 80 


Ser Ala Pro Gly Pro Leu Glu Leu Asp Leu Thr Gly Asp Leu Glu Ser 
85 90 95 


Phe Lys Lys Gin Ser Phe Val Leu Lys Glu Gly Val Glu Tyr Arg lie 
100 105 110 


Lys He Ser Phe Arg Val Asn Arg Glu lie Val Ser Gly Met Lys Tyr 
115 120 125 
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I le Gin His Thr Tyr Arg Lys Gly Val Lys I le Asp Lys Thr Asp Tyr 
130 135 140 

Met Val Gly Ser Tyr Gly Pro Arg Ala Glu Glu Tyr Glu Phe Leu Thr 
145 150 155 160 

Pro Val Glu Glu Ala Pro Lys Gly Met Leu Ala Arg Gly Ser Tyr Ser 
165 170 175 

lie Lys Ser Arg Phe Thr Asp Asp Asp Lys Thr Asp His Leu Ser Trp 
180 185 190 

Glu Trp Asn Leu Thr lie Lys Lys Asp Trp Lys Asp 
195 200 

<210> 7 
<211> 2475 
<212> DNA 

<213> Rattus norvegicus 
<400> 7 

cagaagccag accatccaac cttotgtatc agtgctcctc gtcgcctcac tgtacttcac 60 
ggaagagact tggttgactg gccacttgga gcggaatcag gagacattcc caactcaggg 120 
agactgaggt gagggcccta gctcgcccac ttgctggaca agatgatatt ccttaccacc 180 
ctgcctctgt tttggataat gatttcagct tctcgagggg ggcactgggg tgcctggatg 240 
ccctcgtcca tctcagcctt cgagggcacg tgtgtctcca tcccctgccg tttcgacttc 300 
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ccggatgagc tcagaccggc tgtggtacat ggcgtctggt atttcaacag tccctacccc 360 

aagaactacc cgccagtggt cttcaagtcc cgcacacaag tggtccacga gagcttccag 420 

ggccgtagcc gcctgttggg agacctgggc ctacgaaact gcaccctgct tctcagcacg 480 

ctgagccctg agctgggagg gaaatactat ttccgaggtg acctgggcgg ctacaaccag . 540 

tacaccttct cggagcacag cgtcctggac atcatcaaca cccccaacat cgtggtgccc 600 

ccagaagtgg tggcaggaac ggaagtagag gtcagctgca tggtgccgga caactgccca 660 

gagctgcgcc ctgagctgag ctggctgggc cacgaggggc taggggagcc cactgttctg 720 

ggtcggctgc gggaggatga aggcacctgg gtgcaggtgt cactgctaca cttcgtgcct 780 

actagagagg ccaacggcca ccgtctgggc tgtcaggctg ccttccccaa caccaccttg 840 

cagttcgagg gttacgccag tctggacgtc aagtaccccc cggtgattgt ggagatgaat 900 

tcctctgtgg aggccattga gggctcccat gtcagcctgc tctgtggggc tgacagcaac 960 

ccgccaccgc tgctgacttg gatgcgggat gggatggtgt tgagggaggc agttgctgag 1020 

agcctgtacc tggatctgga ggaggtgacc ccagcagagg acggcatcta tgcttgcctg 1080 

gcagagaatg cctatggcca ggacaaccgc acggtggagc tgagcgtcat gtatgcacct 1140 

tggaagccca cagtgaatgg gacggtggtg gcggtagagg gggagacagt ctccatcctg 1200 

tgttccacac agagcaaccc ggaccctatt ctcaccatct tcaaggagaa gcagatcctg 1260 

gccacggtca tctatgagag tcagctgcag ctggaactcc ctgcagtgac gcccgaggac 1320 

gatggggagt actggtgtgt agctgagaac cagtatggcc agagagccac cgccttcaac 1380 
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ctgtctgtgg agtttgctcc cataatcctt ctggaatcgc actgtgcagc ggccagagac 1440 

accgtgcagt gcctgtgtgt ggtaaaatcc aacccggaac cctccgtggc ctttgagctg 1500 

ccttcccgca acgtgactgt gaacgagaca gagagggagt ttgtgtactc agagcgcagc 1560 

ggcctcctgc tcaccagcat cctcacgctc cggggtcagg cccaagcccc accccgcgtc 1620 

atttgtacct ccaggaacct ctacggcacc cagagcctcg agctgccttt ccagggagca 1680 

caccgactga tgtgggccaa aatcggccct gtgggtgctg tggtcgcctt tgccatcctg 1740 

attgccattg tctgctacat cacccagaca agaagaaaaa agaacgtcac agagagcccc 1800 

agcttctcag cgggagacaa ccctcatgtc ctgtacagcc ccgaattccg aatctctgga 1860 

gcacctgata agtatgagag tgagaagcgc ctggggtccg agaggaggct gctgggcctt 1920 

aggggggaac ccccagaact ggacctcagt tattcccact cagacctggg gaaacgaccc 1980 

accaaggaca gctacaccct gacagaggag ctggctgagt acgcagaaat ccgagtcaag 2040 

tgaggaagct gggggctggc cctgtggctc accccccatc aggaccctcg cttggccccc 2100 

actggccgtg ggctcccttt ctcttgagag tggtaggggt gggggcggga aggggcgggg 2160 

caggaaacag tgaggtctta ggggcccggc ctcccctcct tcccggctgc tcctctctgc 2220 

caacatcctg cacctatgtt acagctccct ctcccctcct i:ttaacctca gctgttgaga 2280 

ggggtgctct gtctgtccat gttatttatt gttatcctgg tctcctgtcc ccttacccgg 2340 

ccccaggacc tgtacaaaag ggacatgaaa taaatgtcct aatgacaagt gccagtctag 2400 

acccatcctt tggaggaaag gggcatatta gtaatacttt tctcgttgct gtaacaaaat 2460 
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actggacaaa aacac 2475 


<210> 8 
<211> 626 
<212> PRT 

<213> Rattus norvegicus 
<400> 8 

Met I le Phe Leu Thr Thr Leu Pro Leu Phe Trp 1 1 e Met I le Ser Ala 
15 10 15 


Ser Arg Gly Gly His Trp Gly Ala Trp Met Pro Ser Ser I le Ser Ala 
20 25 30 


Phe Glu Gly Thr Cys Val Ser lie Pro Cys Arg Phe Asp Phe Pro Asp 
35 40 45 


Glu Leu Arg Pro Ala Val Val His Gly Val Trp Tyr Phe Asn Ser Pro 
50 55 60 


Tyr Pro Lys Asn Tyr Pro Pro Val Val Phe Lys Ser Arg Thr Gin Val 
65 70 75 80 


Val His Glu Ser Phe Gin Gly Arg Ser Arg Leu Leu Gly Asp Leu Gly 
85 90 95 


Leu Arg Asn Cys Thr Leu Leu Leu Ser Thr Leu Ser Pro Glu Leu Gly 
100 105 110 
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Gly Lys Tyr Tyr Phe Arg Gly Asp Leu Gly Gly Tyr Asn Gin Tyr Thr 
115 120 125 

I 

Phe Ser Glu His Ser Val Leu Asp Me lie Asn Thr Pro Asn I le Val 
130 135 140 


Val Pro Pro Glu Val Val Ala Gly Thr Glu Val Glu Val Ser Cys Met 
145 150 155 160 


Val Pro Asp Asn Cys Pro Glu Leu Arg Pro Glu Leu Ser Trp Leu Gly 
165 170 175 


His Glu Gly Leu Gly Glu Pro Thr Val Leu Gly Arg Leu Arg Glu Asp 
180 185 190 


Glu Gly Thr Trp Val Gin Val Ser Leu Leu His Phe Val Pro Thr Arg 
195 200 205 


Glu Ala Asn Gly His Arg Leu Gly Cys Gin Ala Ala Phe Pro Asn Thr 
210 215 220 


Thr Leu Gin Phe Glu Gly Tyr Ala Ser Leu Asp Val Lys Tyr Pro Pro 
225 230 235 240 


Val lie Val Glu Met Asn Ser Ser Val Glu Ala Me Glu Gly Ser Hi 
245 250 255 
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Val Ser Leu Leu Cys Gly Ala Asp Ser Asn Pro Pro Pro Leu Leu Thr 
260 265 270 


Trp Met Arg Asp Gly Met Val Leu Arg Glu Ala Val Ala Glu Ser Leu 
275 280 285 


Tyr Leu Asp Leu Glu Glu Val Thr Pro Ala Glu Asp Gly lie Tyr Ala 
290 295 300 


Cys Leu Ala Glu Asn Ala Tyr Gly Gin Asp Asn Arg Thr Val Glu Leu 
305 310 315 320 


Ser Val Met Tyr Ala Pro Trp Lys Pro Thr Val Asn Gly Thr Val Val 
325 330 335 


Ala Val Glu Gly Glu Thr Val Ser lie Leu Cys Ser Thr Gin Ser Asn 
340 345 350 


Pro Asp Pro lie Leu Thr lie Phe Lys Glu Lys Gin Me Leu Ala Thr 
355 360 365 


Val I le Tyr Glu Ser Gin Leu Gin Leu Glu Leu Pro Ala Val Thr Pro 
370 375 380 


Glu Asp Asp Gly Glu Tyr Trp Cys Val Ala Glu Asn Gin Tyr Gly Gin 
385 390 395 400 


WO 2004/087744 


19/129 


PCT/JP2004/004385 


Arg Ala Thr Ala Phe Asn Leu Ser Val Glu Phe Ala Pro Me lie Leu 
405 410 415 


Leu Glu Ser His Cys Ala Ala Ala Arg Asp Thr Val Gin Cys Leu Cys 
420 425 430 


Val Val Lys Ser Asn Pro Glu Pro Ser Val Ala Phe Glu. Leu Pro Ser 
435 440 445 


Arg Asn Val Thr Val Asn Glu Thr Glu Arg Glu Phe Val Tyr Ser Glu 
450 455 460 


Arg Ser Gly Leu Leu Leu Thr Ser I le Leu Thr Leu Arg Gly Gin Ala 
465 470 475 480 


Gin Ala Pro Pro Arg Val He Cys Thr Ser Arg Asn Leu Tyr Gly Thr 
485 490 495 


Gin Ser Leu Glu Leu Pro Phe Gin Gly Ala His Arg Leu Met Trp Ala 
500 505 510 


Lys lie Gly Pro Val Gly Ala Val Val Ala Phe Ala lie Leu lie Ala 
515 520 525 


I le Val Cys Tyr I le Thr Gin Thr Arg Arg Lys Lys Asn Val Thr Glu 
530 535 540 
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Ser Pro Ser Phe Ser Ala Gly Asp Asn Pro His Val Leu Tyr Ser Pro 
545 550 555 560 


Glu Phe Arg I le Ser Gly Ala Pro Asp Lys Tyr Glu Ser Glu Lys Arg 
565 570 575 


Leu Gly Ser Glu Arg Arg Leu Leu Gly Leu Arg Gly Glu Pro Pro Glu 
580 585 590 


Leu Asp Leu Ser Tyr Ser His Ser Asp Leu Gly Lys Arg Pro Thr Lys 
595 600 605 


Asp Ser Tyr Thr Leu Thr Glu Glu Leu Ala Glu Tyr Ala Glu lie Arg 
610 615 620 


Val Lys 
625 


<210> 9 

<211> 60615 

<212> DNA 

<213> Mus musculus 

<400> 9 

aaaaagcagc tagacctgga ggagacatco ctgggagggg ctcccaggcc aacagccaga 60 
caaacattca gaatttttgg tgggtaggtc cagtgttttc acagcatgcg ctacacatgg 120 
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ctttctgtgg cctctcagta gggcatgagt gagaccatac ctagcatagt cttcaagagc 180 

atggtctggc cgggcagtag tggggcacgc ctttaatccc agcccttgag aaagcagagg 240 

caggcagatt tctgagttca aggccagcct ggtctacaga gtgagttcca ggacagccag 300 

ggctatacag agaaaccctg tctctgtaaa aacaaaacaa aacaaacaaa caaacaaaaa 360 

aagagaacat ggtctgtacc tccttcttac ctttagcctc cgaaagtctg agctgttctt 420 

atactactgt ggccaatgca tcctcttctg gaatctgcag ttatgacatc ggaagtttgg 480 

agaaggccag aagctgctcc tcaggttttt ctggcttctt gtggagacag cctgactttt 540. 

cccagggctg gttaaaccca aacatgtttt gtttagctgc ttctagacct gggtttgctt 600 

gctggatggc agaacaaact gccaatcaca agttcttgtt caagaagaag taattaagaa 660 

actcgatggt ctggccgggc agtagtgggg cacgccttta atcccagccc ttgagtaagc 720 

agaggcaggc agatttctga gttcaaggcc agcctggtct acagagtgag ttccaggaca 780 

gccagggcta tacagagaaa ccctgtctct gtaaaaacaa aacaaaacaa acaaacaaac 840 

aaaaaaagag aacatggcct gtacctcctt cttaccttta gcctcccaaa gtctgagctg 900 

ttcttatact actgtggcca atgcatcctc ttctggaatc tgcagttatg acatcggaag 960 

tttggagaag gccagaagct gctcctcagg tttttctggc ttcttgtgga gacagcctga 1020 

cttttcccag ggctggttaa acccaaacat gttttgttta gctgcttcta gacctgggtt 1080 

tgcttgctgg atggcagaac aaactgccaa tcacaagttc ttgttcaaga agaagtaatt 1140 

aagaaactcg aggaagaaat gggtatacgg gtctgggcac tatcttgctg gcactcagaa 1200 
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catgttcaag atagcttcta ccaggcagca ttcagagccc atcacttcag gtagcagaat 1260 
gggggcctgg aaggtgttta tgaccaggaa cctatgcctg agcctgcaat caagccagga 1320 
gttgtagttg ggatgcctct taccactgag catcaaacag tagttgaagg ccttttcctg 1380 

ctttggcagg aacagtggta actattggta aatagcctat gtggggcctg gtacccaggt . 1440 
tactgagcaa gctacttatt caattctgcc ctggtttcct taaaagaata ccaggttgcc 1500 
tgcctcataa tagtgactga gatgttgggc catattcaga tccctgagaa tggtcacatg 1560 

atggctagcg caggcttctg ctcagatctg cccatagaaa cttgacttta agaagcctca 1620 

gcttcttagg cttcccagaa tgcacatggg gcaggacata tcaattaggg tagaggtctt 1680 

ctttctctta ccatgtactg tgcaatgagg gcctggcctt cactatccag tgtgggaaga 1740 

tcctctttgg tgaactcatt tgtgtttctg aagcaatgga catccctgtt ctggatggca 1800 

gaccgaccac tcaggacttc agcagccact ggagcagtgc aatctttaca gttactgctg 1860 

atatggaaac aggagtccct gctcgcaaca acagctagga atattcactg ttagtatatc 1920 

attgggccct ctggtctcct ggagacggac aatatcagca tccagtttgt tcaaaatgtg 1980 

tctcagggcc atgggtcagt ggctactttc ctggaaaccc aacccttata tgagcttcat 2040 

tgatggtcct ggttattaca catgacattt agcacaggtg gattgtcaca gggaagttga 2100 

caaagcttca tacatcatag caggacgttt ttgggttttt tgtttgtttg tttgttttgt 2160 

ttttttgaga cagggtttct ctgtgcagtc ctggctgtcc tggaactcac tctgtagacc 2220 

aggctggtct tgaactcaga aatccacctg cctctgcctc ccaagtgcag gacttcttct 2280 
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gtattctcca ttcatctgtt ggtagatatg taaatagcca tttcctggct atttggatag 2340 
tgggattoct tttcctgact taaattttta ttttaggtcc aacactaatt ataaacatgg 2400 
ctgaagaaat tgatctcatt tctgttttta ctcttagtag tgaatgaatg taotttgaac 2460 
caagacattt attaaccagg attacaaagc tacatttcat aaaattctat atatacagaa 2520 
cctaaaacca gggaagtgtt aggggaaatc atgcaggaag ctgttaaaac ttccacttag 2580 
gccaaaatta tgtttcagtg ttttgttttg ttccagtaca aagaatgcat gtaactcagc 2640 
agtgcacttg aaaaaagaca agtccttttc agtaggtgaa agagctatgg cagaaagctc 2700 
ttgaaacagg ttttatgttg gaaoccatct ttcatattcc aatatatatg caaatatata 2760 
tccatttctg gccctttaac tttttcaaag ggcatacatg atagaaggca aatgtagcct 2820 
gttccacata tgagtttagg cagtgattaa gtgttttgca atagtattaa taccatagca 2880 
ctggaactgc ctattcttct gagtagtgac octtccttta cctgaaaatg tatagacaaa 2940 
ctttgcaact gctttgtttg.gtgctggtat agagtacata cctaatgcat tgtataaacc 3000 
aataaagcat aaaatgcaaa cacagaatgg atgatagctc aagaaacttt tgctatgtaa 3060 
tgaatcacct aaaaaggcag tggtttaaaa caacagtgac acattatttt tcatgattgt 3120 
atattggctc taggatgaag tcgcattttt tgagagaata tcactatggc tgggatagtt 3180 
aggtgtctct ttcaatgtct cttttcttcc agaatgaata ggaccagaat gtgtatgaat 3240 
gctatgcggt gtatatgtgg gacaccacgc aggtgcctgg ctcctgagga agtcatagag 3300 
ggcttcatat ttgctggaac tggagttatg gagagttgga aatcaccatg taggtcctta 3360 
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gactcaaact tgggctgttt atttactgca agagcagtaa gttctcttaa ctagccatct 3420 

ttctagcccc attacatttt aaaagttttt tttaaaaaaa gatgtgtgtg agtgtgtatg 3480 

ctgtgattat gagctgcttg gatgctggga acagaactca ggtcttgtta aagccatttc 3540 

tccagcaacc cttcaccaac atcccacccc cacctaattc tttcttaaaa cttaaactaa 3600 

atctagggtg atattacttt gttgggacta cgaatttgct taaaaaccaa caaaatccat 3660 

ggcaatcaaa tatcttagtt attagaacat gcatttaaaa gtttctacaa gctgcttcaa 3720 

aaagaataca agtgaacttg ataatatagt gtactcatcc cactatatcc aaaatactat 3780 

caatgccaac ataaaaccaa tgtgaaacag aaattataac atttcttata aattctggga 3840 

atgtagtgtg tattttattc acagaacaca cttcatttca gtgctcagga gctaaaagca 3900 

gccagttgct tcagtactag acagtgcaca tgtagactga acaattggaa tgcaggcaat 3960 

cctctctcca gagtaggcat gcagccagta tttttgaaaa gtgtataaga aagataaaag 4020 

gactctgcaa atcttgaagc aaagttttct atgttctacc gttttctttc tttctttctt 4080 

tctttctttc tttctttctt tctttctttc tttctttctt tctttctttc tttctttctt 4140 

tctttctttc tttctttctt tctttctttc tttctttctt tctttctttc tttctttctt 4200 

tcgatttttt gaaacagggt ttctctgtgt agctttggct gtcctagaat tcactttgta 4260 

gaccaggctg gcctcgaact cagaaatcca cctgcctctg catcccaagt gctgggatta 4320 

aaggcatgtg ccaccacacc tggctaccgt tttctttaaa gtgtagcttt gggggggtgg 4380 

gggtgggggg gaccgcacat caggagacat gccattccag catatcaaac cagtgagtgt 4440 
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agggcttccc gactcctagg aagcctgaat catccgggat gttgactcat cagcctgagg 4500 

tgagtgaaaa atagtgaacc aattttgcct tccaaggcat ctatttcaac gttccttccc 4560 

ccttctccct ttctggtgac tcattctccg tgcactttta gagtccagca gaatgcaagg 4620 

ccgaaagcat tctaaacagt gagcccagag ctccgggtaa tctagcacag ctgttttgcc 4680 

tacctcattc caggcctgca gtctagaaag ggagggaact tgaaagtgtc aaataaatgt 4740 

tttgtttttc tttctccttt tgaggtggtg gtagttatgc gttgggacca tgtctgaaaa 4800 

taagtctttt atttaaaaaa atccgtaaga cctaattcag tcttgttagt acctttctcc 4860 

actttttttt tttttttccc ttttcgggga ggaaactttc cactcctagg tccccaggat 4920 

aacgcccttc cacaggcttc ttggaaaact ctccgaatcc tggggccgca gcccgccccc 4980 

ttttggtaga ctaaaatccc gctgtaggca aggccaagtc cccgccccat tccccaacta 5040 

cactaggtgg gggtggatcc cagctccaaa tcccgccctc cgaacgccgc caaggaagta 5100 

tggcaggctc cgcctgcacc ctatttctat tggacaagcc cgtgatccat cttctctatc 5160 

ccgcagccta ttggctctct gtcccccgcg ccagccaagc cctcccctgc cgggaaggtg 5220 

agtcacgcca aactgggcgg agagtctgct ggcctctctc agttgctcat ctgggcgggc 5280 

ggcggctgct gcaactgagg acagggcggg tggcgcatct cgagcgcgga ggcaggagga 5340 

gaagtcttat tgttcctgga gctgtcgcct ttgcgggttc ctcggcttgg ttcggccagc 5400 

ccggcctctg ccagtcctgc ccaaccccca caaccgcccg cggctctgag gagaagtggc 5460 

ccgcggcggc agtagctgca gcatcatcgc cgaccatgga agacatagac cagtcgtcgc 5520 
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tggtctcctc gtccgcggat agcccgcccc ggcccccgcc cgctttcaag taccagttcg 5580 

tgacggagcc cgaggacgag gaggacgagg aagacgagga ggaggaggag gacgacgagg 5640 

acctggagga attggaggtg ctggagagga agcccgcagc cgggctgtcc gcggctccgg 5700 

tgccccccgc cgccgcaccg ctgctggact tcagcagcga ctcggtgccc cccgcgcccc 5760 

gcgggccgct gccggccgcg ccccccaccg cccctgagag gcagccgtcc tgggaacgca 5820 

gccccgcggc gtccgcgcca tccctgccgc ccgctgccgc agtcctgccc tccaagctcc 5880 

cggaggacga cgagcctcca gcgcggcctc cggcgccagc cggcgcgagc cccctagcgg 5940 

agcccgccgc gcccccttcc acgccggccg cgcccaagcg caggggctcg ggctcagtgg 6000 

gtgagtgctg ctgcgcgtta cgcccctccc tcttttgtgt cttggcccgg gggaggtggg 6060 

gacgggcagg gctgctcggg accctagggc tttgtctacg agtggcaggg tgatggcgcc 6120 

cccgctggcg ggaggcgggc agaagggtgg ggcggcctcg gaagcctggg tgccttcatt 6180 

gtttgtcggg gtttcgggga gcacgtgcac cgctgccaag tcgctggttc ccattccagc 6240 

acgaagttct cgcctatcag cagctaggag tgtgttgaag aactaggatg gtggattcct 6300 

tgggctgggc tgggctgggc tgggctgggc ttggaggtgg gaatgggaag gctgtggtgc 6360 

cctaatccct ttatttaaag gatgggcgtt tgtcgaccac tctacagttt ttttattttt 6420 

tagggcctgc cttccttcct gccgggcgtc gggggatccc cttgcactaa tcccctgttt 6480 

ctttctccct ttattggtgg ggaactggcc gagctgctaa cgtctataca gtaacccaac 6540 

tgcggtgaag ggggagcgag cgcctccagt ggcgtggttc caggagaaaa gggaaggaga 6600 
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gacttttggt gaagttctgc caccgcccag ttcatttgtg tttaatgtgg tgattcctac 6660 

accagcctga gaaacgagat ctgggcattt tgttccgatg gggcatagtt atccagggcc 6720 

tcagttgtgc tgtaaaagaa attgccaaat ttaatggcat ctcttagcct ttaaatgcat 6780 

cgagattgac ttgtagagaa aaggcaaaat ggttgacctt aaaaaggggc aaacctgtgg .6840 

attcctggtc aggaattagt tgaacttgtg gtagatttat cctgagacat aatgaaaatg 6900 

ttttagggca aatgttccta tattagttag aagtttttat aagtatatga tttacattga 6960 

caaaatgcat tgaatattgt tttattgccc tttttatttt ggaaagggaa aaaatcaaat 7020 

tttataaaga acgagaatgc atcttaagta gtttattact ttgggacaaa gtgtcttgct 7080 

agcaaaaagc cttttttttc tttttgtaaa gtaaggtaaa aaattaaatg gtataactgc 7140 

ctgctgggaa attttcacaa cattccagat ctaggaggtt ttattttttt agagaaataa 7200 

tatcacccca gagcttgcag tatctttttt attacaatta actcttttat aatggggata 7260 

atgaatcaat agaagtgttc ctgggtaaca attcattatg ggcacactca aaggcactat 7320 

tcaaaaacaa ctcctacagt taaagaattt agatgaagac tgccttgtct tttcattttt 7380 

attttccttt cctttttttg agggaaacta aagtagaaaa aaagtaagta ttaaaatttt 7440 

aaactggaaa caatgattgg ccaaactata cttttcattt tttctacttt catagaaaca 7500 

agataaatag ttttgtcctt tgaatattga ggggactcag gcagcatcag cattttcttg 7560 

aaatactgac aaattttaga agatttagaa atactaacaa agtttagaag acaaaaaagg 7620 

aatgttgtct acccaggaat tttgtactca ttgtgttttt tggaagcttt attcccttta 7680 
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ttgaacacaa caacagtgag ttgtggtcat tgatagttaa ctcatcgcaa tacattagat 7740 

ttcttaatgc actgaagagt ttggctattg gctggtccct attattggtt acctaggaca 7800 

ctttacaaag ttctgggctt ccaaggtgtg gcagtaagca agactcatgc tcccctcatg 7860 

gggataatac acaaaataag cacacaaaaa agtactaaaa atgatggtgt tatgaaacga .7920 

taacagcttg aagggatgag aataactgaa acatgtgtac cctttttttt tccttcttaa 7980 

aaatctattt attttatgta tatgagtaca ctgtagctgt cttcagacac atcagaagag 8040 

ggcatcagat occattgcag atggttgtga gccaccatgt ggttgctggg aattgattga 8100 

actcaggatc tctggaagag cagtcagtgc tcttaaccgo tgggccatct ctccagcccc 8160 

atgaggaccc ttttcaaggt tgcttgatga taggaaaaag aactaaggtt tgagctgcag 8220 

agaaaaaaaa atatatataa aggaattcct agggcaaaga ccctgaagca ggagtgagct 8280 

tgtttattaa ctaagattat taaggaaaac ttatgcagag tcaggtaatt aggagcctct 8340 

ggggtcacgg taaaaagtat ggcttaaaga aatagtattt taggaatatg ctacttgaat 8400 

aattacattg tgattttgga gcaaaaatgt agctttgaag gtttatagat gattagaata 8460 

aagacaaagg tgaaagcact ctgtcoatgg ttagaataga caaactggga gaggctatat 8520 

ataaacccct agcaactgtg tttaacactg ctatttacat tagttttttt ccttaactct 8580 

gatatcctto agttagtaag ttatagtttt cctgaattgc agtatctcca ttgtaatgta 8640 

ttgagacctg taccttttac ttgatgacca tttttctaga aagaatggtt catttgttct 8700 

aaggaaactt agagattgat ttgaggaaag tgcagacatc agttgaccat ttttctagaa 8760 
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agaatggttc atttgttcta aggaaactta gagattgatt tgaggaaagt gcagacatca 8820 
gttaagatga ctaagctgat ctttagacac attggtaatg tgaatgaaag tgtgtgatag 8880 
attaactgga attctgaagg gtattaagtc aaaataaagg aatctggatc ttattatcat 8940 

actttaattc atagtctgcc gtgtcaagct gcttttatat catgaaatca aaatggttct .9000 
tcccaaaaaa aaaaaaaaaa aagatttgtg tgcgtgcaca ggccagaaac aggagggtat 9060 
ctctcttgtt gagtacagat atttagatgt tggtatccag cttgataatg agattttatg 9120 

agttggttag tctgttttgt ttcgtttcaa aagaaaaaag atttatcaag cttctggtga 9180 

tggtggtttc aaggcatggc atctgtcatc tacttggccg aggtaaaaac cttgtagata 9240 

atgtcacagt ggtgagagcc tggactagag gaccacaatt acatggtgag acaaggaacc 9300 

tgggaggaag taggaaccag tcttggcctt ttataaccat catcttgtga gaactcaggt 9360 

tctagtagaa cctttattct tcctgggatt acaacccaga ttacaaccac ttcccagtag 9420 

gctgttctct ttttgtccct gggtattgaa ttgatggcct tgtgttctat agtgaagcca 9480 

ctactgactg actcacttct ccaacctctc cacttttaat attaatgtaa gttcttttat 9540 

tttgtgactt gggggtcttt ctgccacagc ttattgaata tctggaatta caggtttggg 9600 

tatacaggcc cacctgtggt ccccacttct taaagatatg attatctatt gatgtagaca 9660 

tgtgggagcc aagctctgta tagtattttt gaacagtact gaagtaatgc caaaaatacc 9720 

ttttcattag cttttctaag ttgtactctt gcagattgta cctgttggaa gtgtcttgac 9780 

tatctgtcta cagttctgtg gaatggcatt tatgtgtgtg taccttttcc attttgtacc 9840 


WO 2004/087744 


30/129 


PCT/JP2004/004385 


aaagtgtctg cagaggtccg ggggatatgg ttcagtcgta gagcattgcc tcaaggattc 9900 
caagtcaggg gtttgatttt tagcattgga aaaaacactg ctatccacat gccccaactg 9960 
atcaaacaaa caaatagatg cagagaattc cacagacata tagcccagta gtcctcatct 10020 
ctgatttcac tttgtgaatt tcattacttt atgttaaaag aggctaagtg gaaagattcc 10080 
aggaatagct cattagcttt aaattatatg ttgatctgat tagggtgata aattatccct 10140 
ttcccaatgt atccatgctg tctgtgttgt acctcccatt ttgtctcttt gttaggagaa 10200 
aaactagtga cttcaaatga gcttatattt aaatgagcat taaagtaatg agattggcaa 10260 
agctttaaaa ttacttccct tgattgaaac atgaaaattt atcataagtg tatttgtata 10320 
tggaagaaaa tcagtttatt tcgggtttat ttactgtgct ttcaagagtc cactgttatc 10380 
tggggatata cctcctggtt gatggaggag aatccgtgac ctttatttca cttaataatg 10440 
accccaaagt gcaaaagtag tttatctaag ctttatcata ggtgtgtggt ataggcaaag 10500 
agtatgtatg gagtttaata ctatttcaat tgcaggtgtc ctctggcaat agtaaaaaaa 10560 
aaaaaaagga tctcatgaat aagagaactg ctgtatttaa tctcttctgc tctggtagtt 10620 
atgtagatta gcctttcctg ttacaaacag tgttgctatg aacaccttta ggtattattt 10680 
ccttggagat gaatgctgaa gggttcactg tagggttgta "gaataaatcc attcaggtaa 10740 
gatttctagt tcaaaaggag cttgtataca acgttgggtg ctgacaaagt gccctataga 10800 
gcggtgacac agcttatact tccagcaaca ttgtgttaaa agaacaaatt ctttcttaag 10860 
cctttatcaa cactacattg gtaaactggt aaatagttta gcaagtagtt atactttaca 10920 
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tttgtaaaaa tttctatagg cttaggttgc taagatgttt tgttctaatc attgcttttg 10980 
cctactttga gttttgattt ttatggctgc aggatcactt gagcttatat catgggctag 11040 
cttaagtttt tttttttttt taaacaaaat tattttatat gtatggttgt taggcctgtg 11100 
cttgtctgtg cacaaccgca tgcacagagg ccagaagagg gcatgggagc ccttaaaact 11160 
ggagttacag acaattgtga gctcctgtgt ggttgctggg aatcaaactc cagtctttta 11220 
aaagcagcca gtgctcataa ctgctgagcc atttcttcag cccaggtgat cagtttttta 11280 
gcatgttttt cttgaatggt tattcgtatt ctgaccacag agtatacttt tctgtgcatt 11340 
cattttttag ttagatttat catttcaaaa aatgattttt agccgggtgt ggtggcacat 11400 
gcctttaatc ccggcacttg ggaggcagag gcaggcgaat ttctgagttc gaggccagcc 11460 
tggtctacag aatgagttcc aggacagcca aggctataca gagaaactct gtctcgaaaa 11520 
acaaacaaac aaaaaaaaaa accaaaaacc aaaacaaaac aaattgtcat aaaagtcatt 11580 
gaaagtcttt agaaaggcct tttctaattt ttttttactg ttagtacatt tatgatttta 11640 
ttttaatctt tgtttgctgc ttagttctgg agtgtgaggt ttaatataat tttcatgatt 11700 
taactccatt tattacatac tctgtctgac ctactgaaaa tggatatatc ctctgttcgg 11760 
cattgtttat atataagtac aaagttgttt taattactaa aggttttaaa taaaatactt 11820 
catgataggt ttttttaaaa atcagaatat ttattttttc atcagaatat ttatgtgtgt 11880 
ttaatatttt tttttactga ttttaaaaat ttattaatct ggatgcttct gttagaaatt 11940 
agtcaggttt attttatata tatatatata tatatatata tatatatata tatatttaaa 12000 
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tttatttttt gagacagggt ctctgtcctg gacctggctg gccttgaact ctcagagatc 12060 
tggctgccto tgcttcccaa atgctgggac caaaggcctg tgtcaccatg tctagctcaa 12120 
tttttaagtc ttaatttacc ttttcctttt acaggtaata tttatttagt gtgtgctaaa 12180 
gcatctttgt ctactccaga attgctgttt tcatcttgat gtttaatagt attagttgct 12240 
atgtttgtat taagctctat tttgaagtaa attttgctta tgggatatgg ggtgagttag 12300 
ctggcaagga gaoaagatgt ctacccaaaa cagaaaagac ttactatagc tactgacagt 12360 
agtttcaata tcagcatttt ctgcagctat ggtggatttt attacagggg , aggacttttg 12420 
agctgagtga aaatgacttt ttaaaaagat ttatttattt tatgtatatg agcacactgt 12480 
agctgtaoag atggttgtga gccatcatgt ggttgctggg agttgaaacc tctgctcact 12540 
ccagccccca ctcactctgc ccaaaggttt attattatat gtaagtgcac tgtagctgtc 12600 
ttcagacaoa ocggaagagg gcatcagatc tcattatgga tggttgtgag ctaccatgtg 12660 
gttgatggga tttgaactca gtaccttcgg aagagcatct otccagccct gaaaatgaat 12720 
tttttatact gtaaagcatg tatgatcttt gttgaggaag acactgatgc tgttttctaa 12780 
gtcatattca ccacaggata acctttgaaa aggtacaagc aaggacagtc agtgtccagg 12840 
ctttccactc ttacaatgta taaaatccca aaaagcccat agagaactat ttcctgaccc 12900 
tgaattaatg aacatgtccc ttgatacagg atagagattt tgtgtatctc ttgttagatt 12960 
tgtgcctaag cattttattg ttgttacaaa tgatactttt ttcoaagcca ggtgtagtgg 13020 
tgcatacctt tgatcctagc actcaggagg cagaggctgg cagatctgag ttcaaggcca 13080 
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gcctcagcta tatactaagt ttcaggtgag ccaggactac atagcaagtg tttttcccca 13140 
tatttgttcc tattatatgg aagtgcagtt tgagttttgt gtattatctt tgtatctgtc 13200 
ttacactctt gataagttca ctttctttct agaaatgtat atccattctg ggtcctagtg 13260 
atacatatat tttgagtatt tttgtgttaa atcttccagc gttgccaaac cttcacagta 1.3320 
ttcatttaac tgatagattt gcctagtttt tttgcatgtg caatgtagtt tcccttgcct 13380 
tattagatac aattttttaa attcatcaat tatatttttg gtaggtaaat ctttaaaatg 13440 
aatgtgttaa agaagacagt atttgagttg tggacattgg tgagattgta gtaaaaaatt 13500 
gcagtaatta aaaactaaca ttttagtttt actttgtaaa gtaatggact ttaagtcatg 13560 
tgatgttttt cttgaacagt caattctgtc catttcactg ggggtaaagg aaaacaagca 13620 
otgaatatag ggataaagta agttaaaagt ctggctatgt gacttcgagg tttcatagat 13680 
gcgatattca gacacactgg gaagaattaa gtttggccag cacagaagat actggaagaa 13740 
ctgggatgca ttgggaccat tttacagagg accttatttt agccaaggtt tgattaaaaa 13800 
atgaacaact gggaggagct tttaaatgtt tttgaccacg agaagggatg gacagctttt 13860 
tctctctcct ctcctctoct ctcctctcct cttctctcct ctcttcccct cccctcccca 13920 
ccactcccct ccotcctctc ctctcttctt ctcccccttt ctcccttttt ctcctctttt 13980 
ctcccttttt ccctgtctcc ctttcttcct taagtaatat tagtgtaatg gcagtagagt 14040 
ggaaggactt accagaaaag ttgtggcttc ctctttagca tattttaaaa taacattttc 14100 
atatatagtt gtctttatgt atatttggat atactatgat atgttatctg ctcacagtag 14160 
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cacaaatgaa attaatgatt taaaatgtaa ggtttttaac ttttttgaga tcagagcttg 14220 
ctccggttct tctgagtgct ggcattgcag acatacacac cattggttag cttttgtctc 14280 
attctgtaaa gtttggtgtt cttaatagtt ctcagaaaag aagccatttt ccccttttat 14340 
aagcttaatc agtgtatatg tcaacttcct cagaaatgca gagtgttaca tctttttatt 14400 
taaaatagcc ccctaattat agtcattcat ttgcaaaagt gagggtcttt acaaaaaaat 14460 
tactaagcta acatcaacag ctgtttttca aaacaagcga tacttttagg catttttaga 14520 
ctaaaatttg tttccccttc tgcaccagtt tgagatagat gctaatatgt tgttttatga 14580 
atgaggggct gaggaggaaa gctagaaaat caccccccag ggccacacat gggcatagaa 14640 
gacccgagat ttgaattcat atgtacctgt tgcccaccat tgcttaaaga cccaaaaggc 14700 
ctcccctcct gcgaagcatg tttaaaatga caaaacttat tttgtgatga atgaatttca 14760 
agtttagata atgaggattt tattttcttt aaattaatga tttgaaatac taacttaaat 14820. 
gccttagttg gctaaatgcc aagtttttct atgggaaata ttctggtatt agttaaaaat 14880 
aagatatgtt tttaagaggt tcttgaaaaa gactggcaca attttaagtt agttcatttt 14940 
gtggctagtc ttaacaatag cttttcaatc agtgacttct aactatattg tgtagaggta 15000 
ctattttgtt aaaaaaataa aaaaactttc tttttaaatt gcttcatcta gttgaatatg 15060 
ttggttctgc cttttgagcc caaatttgct ttttcttttt ctttcttttt tttttttttt 15120 
tccttttttg attcttcagc tgagagcaag aggatttatt gtacacaaga tacacttgac 15180 
cacaagtgag atcagaacta gtccagaatg ccaaaggcag agggccagcg ggactgtttt 15240 


WO 2004/087744 


35/129 


PCT/JP2004/004385 


ggttgtgaga aaggcagtca gtttcctcgg tgatctgggc aaggtgacat tccaggtcca 15300 
ctgagactta ttaccgacag cagcctgcag tctaacaact gtacctggct ttgagcatct 15360 
tttctgttcc tgtaggcatt gtgggtacac aagctagttt acttggacat ctgcctcatc 15420 
ttctcttgag ctgtgtttga gcctgagtat tctcctcctc tgccactttg ctctcatggc 15480 
acaagagtgt cgaggaagat ggtgctaagg ccaagcactc tttttttaac aacaaacaaa 15540 
caaacaaaca aacagcccta aaacctaata tcactgtgat ggttatcttt gttaacttca 15600 
caccacctat attcaccctg gaagagagct ttagtgcaga gctgtctata tatattaagt 15660 
tggtctgtgt gtgtctgtcc aggattgtct tagttaattg atgtggaagg acctaatcca 15720 
gtgtaggttg taccattccc tatgtagagg tccctgcaat ttctaggagt agagaaatgg 15780 
aattgagtcc aagcaagcat gcacataatt tctcttttgc tcttgactgg ttatgatgtg 15840 
actagctgtt cctgctgtga tttctctaca attatggact ggaattgtaa gttaaatgaa 15900 
tcctttctcc cccaagttgc tttcagtgag gatgttttac tatatcagca gaaatgaaac 15960 
taggagagtc acacataaca tttaagaaat atgtacatgt tgtacatacc gcagaaaatt 16020 
tcctaagtaa ctgttggctt tctggtttgg gtgatgttct ttcctaccta tttcttgttt 16080 
tactgttttt ggttgtgact atgcttgtgg tttgtgacca gtgtctaacc aaactgttga 16140 
acctggtctt gaacatggga attcacgtga ttctcccttt tctttctttc ttgtttgttt 16200 
tttgttttgt ttttttcaag acagggtttc tctgtgtagc cctggctgtc ctggaactca 16260 
ctttgtagac caggctggcc tcgaactcag aaatccactt gcctctgcct ccccagtgct 16320 
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gggattaaag gcgtgtgcca ccactgcccg gctgattctc ccttttccag tctcatgagt 16380 
aggttgggat tgtaggcatg cactgccatg cctgggttat ggagaccttt ttaaacattt 16440 
cagctttttt tttttttctc accatctatc tcatctaagg atgctgtgac attgtgcctt 16500 
gtggggattt agtcacaatt tatttagcat tatgaaatta cctatcccct gttgattaag 1.6560 
gggacttgga agagaagtcc attttttttt tttttttttt tttgttaact atatatatct 16620 
tttactctgt gttaatcagc attgtttagc ttgtatttag cttgtattta cttggtagaa 16680 
gtgtctttcc aagtttattg ggtcatcttt cctgttatgc tttgaattat tccaagtagt 16740 
cctgtgctgg agtctttccc tactatatat aaaacagaag attttttagt tttctgaacg 16800 
ggtacaaaag atattatata caacgttaac cctgtaatga atactgtatt gtctacttga 16860 
gttgacagta caaaatataa gatgggtagc taaaacaaca gacgtttctc acaatgctaa 16920 
agattgagaa gattcattag cttgtcagca aggtcgattt tattgtgaga caacctcttg 16980 
gtagcttgct ttctgtgcat attctctggt atctcctctt gcgagggcag taatcacatt 17040 
gagtcagagc ctcattttca ggacctcatc taactctggt cacctcccct aagctatatc 17100 
tggacatcta atgtaggaag ttaaaaattt aacctgggaa tgtggccagg gcacaaacat 17160 
tgctgtattt tatgtaggaa agattggagc ttaattatag gagtgcctcc cgttagttgt 17220 
gaaattagtt tttgttgttg ttggattgtt tttaattttt atataaaggg gaactattac 17280 
caccattatg acaatagggt ggtatgtaaa gtaaattgta gggtataaaa tacttaaaac 17340 
aaatgagaag gcaaccaatg ataataagag tagggctgct tttatttttg agtggcattt 17400 
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ggacagtggc acatgactta tcttcagtac tgttcagtac tgccatgcac tgtaagagaa 17460 
gaatataaaa gaaagtatgt aattctcaga aagtgccctt ttaaatggaa catatgctag 17520 
gaacaaatga ttacttgaaa tagttattaa tttatcatat ttaatctttt atgattaaag 17580 
atggagtagg acaaggtttg gatacagtat attaagtgat aatactgtgt ggaaaatcac 17640 
tttggtcaaa actcaatata aacatgctgt attgcctctc aaacaatgac taacatttag 17700 
tcatattagt tactatttcc tacttccttt ctgccttact agccatttct cttaaaatgt 17760 
ggttagctca ttgtgaactt ccccttgctt agtctcttgc tttcactcct ccagcctgct 17820 
tgtatttctg ctgaggttgt attctgtttg tttttcagat gagacccttt ttgctcttcc 17880 
tgctgcatct gagcctgtga taccctcctc tgcaggcaag ttctttctgc cagcctttct 17940 
tctgtattct aactcactct aatgttaact caacagagta ctttgcattt actagaaatc 18000 
aatgttggtc caagaatgtt gtttttacaa gagagacatg gtcaggattt gattcataat 18060 
tgtaattcat aaggaattct tggactcttg gtttatattt acataatcat tcattttctt 18120 
caaatagttt gcctttgtat agccacaggc ctttatgtaa tggaatacct gtctcattgc 18180 
ctttgataat ccagtaccct gtdtggcctg tgcagctggg tactcactca tcaaatctta 18240 
ctttctcttt aaactattta gaaatagctt tttctagtta gtaacacctg aagttttctc 18300 
agatttgatt tatatctcgc atagtaggta actgcctctg aaactgcaca ttattctttt 18360 
ttctttaggt actttaataa ctgtatttat agggtacagt gtgatgatcc catacattat 18420 
tcattgttgc ctggtcaggg ttagccgatt agcatatcca tcatcttaga tgtttttaat 18480 
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tactttgtag. tgatttagag tcttcacttg gctataaaca ttgttaactg ttgtacagta 18540 
gccatgtact ctttaaaatt gacaatagtt catattttca gtaatgatcc aagtctgtat 18600 
ttattaacta aatgctattc atattcattt aataataaat gtttactaac acttttatta 18660 
atatgtcata atacttgcat tagctctgag aacattggca ttctctaatt ttcctttcta 1S720 
tccatggcca cagaaaaaat tatggatttg aaggagcagc caggtaacac tgtttcgtct 18780 
ggtcaagagg atttcccatc tgtcctgttt gaaactgctg cctctcttcc ttctctatct 18840 
cctctctcaa ctgtttcttt taaagaacac ggataccttg gtaacttatc agcagtggca 18900 
tccacagaag gaactattga agaaacttta aatgaagctt ctagagaatt gccagagagg 18960 
gcaacaaatc catttgtaaa tagagagtca gcagagtttt cagtattaga atactcagaa 19020 
atgggatcat ctttcaatgg ctccccaaaa ggagagtcag ccatgttagt agaaaacact 19080 
aaggaagaag taattgtgag gagtaaagac aaagaggatt tagtttgtag tgcagccctt 19140 
cataatccac aagagtcacc tgcgaccctt actaaagtgg ttaaagaaga cggagttatg 19200 
tctccagaaa agacaatgga catttttaat gaaatgaaaa tgtcagtggt agcacctgtg 19260 
agggaagagt atgcagattt taagccattt gaacaagcat gggaagtgaa agatacttat 19320 
gagggaagta gggatgtgct ggctgctaga gctaatatgg aaagtaaagt ggacaaaaaa 19380 
tgctttgaag atagcctgga gcaaaaaggt catgggaagg atagtgaaag cagaaatgag 19440 
aatgcttctt tccccaggac cccagaactt gtgaaggacg gctccagagc gtacatcacc 19500 
tgtgattcct ttagctcagc aaccgagagt actgcagcaa acattttccc tgtgctagaa 19560 


WO 2004/087744 


39/129 


PCT/JP2004/004385 


gatcacactt cagaaaacaa aacagatgaa aaaaaaatag aagaaaggaa ggcccaaatt 19620 
ataacagaga agactagccc caaaacgtca aatcctttcc ttgtagcaat acatgattct 19680 
gaggcagatt atgtcacaac agataattta tcaaaggtga ctgaggcagt agtggcaacc 19740 
atgcctgaag gtctaacgcc agatttagtt caggaagcat gtgaaagtga actgaacgaa 19800 
gccacaggta caaagattgc ttatgaaaca aaagtggact tggtccagac atcagaagct 19860 
atacaagagt caatttaccc cacagcacag ctttgcccat catttgagga agctgaagca 19920 
actccgtcac cagttttgcc tgatattgtt atggaagcgc cattaaattc tctccttcca 19980 
agcactggtg cttctgtagc gcagcccagt gcatccccac tagaagtacc gtctccagtt 20040 
agttatgacg gtataaagct tgagcctgaa aatcccccac catatgaaga agccatgagt 20100 
gtagcactaa aaacatcgga ctcaaaggaa gaaattaaag agcctgaaag ttttaatgca 20160 
gctgctcagg aagcagaagc tccttatata tccattgcat gtgatttaat taaagaaaca 20220 
aagctctcca ctgagccaag tccagagttc tctaattatt cagaaatagc aaaatttgag 20280 
aagtcggtgc ctgatcactg tgagctcgtg gatgattcct cacccgaatc tgaaccagtt 20340 
gacttattta gtgatgattc aattcctgaa gtcccacaaa cacaagagga ggctgtgatg 20400 
ctaatgaagg agagtctcac tgaagtgtct gagacagtaa cacaacacaa acataaggag 20460 
agacttagtg cttcacctca ggaggtagga aagccatatt tagagtcttt tcagcccaat 20520 
ttacatatta caaaagatgc tgcatctaat gaaattccaa cattgaccaa aaaggagaca 20580 
atttctttgc aaatggaaga gtttaatact gcaatttatt ccaatgatga cttactttct 20640 
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tctaaggaag acaaaatgaa agaaagtgaa acattttccg attcatctcc cattgagata 20700 
atagatgagt ttcccacatt tgtcagtgct aaagatgatt ctcctaagga gtacactgac 20760 
ctagaagtat ccaacaaaag tgaaattgct aatgtccaga gcggggccaa ttcgttgcct 20820 
tgctcagaat tgccctgtga cctttctttc aagaatacat atcctaaaga tgaagcacat 20880 
gtctcagatg aattctccaa aagtaggtcc agtgtatcta aggtgccctt attgcttcca 20940 
aatgtttctg ctttggaatc tcaaatagaa atgggcaaca tagttaaacc caaagtactt 21000 
acgaaagaag cagaggaaaa acttccttct gatacagaga aagaggacag atccctgaca 21060 
gctgtattgt cagcagagct gaataaaact tcaggtaata atccatgcac cgtctcacca 21120 
acttcttggt ttactatgga atacagataa cgttttgtga cataacattt ataatgtatc 21180 
atgtctactg tgtcatgttg atgagaatct tttttactag ttcagtttta gttctgtggg 21240 
gctggaaaga tggctcagta gctaagagca cttgctgatc ttttaccctc tacaagactt 21300 
aattaagttc gcttccccat caccgatgtg gtctctcaca atcggctata cctccagccc 21360 
taagggatct gatgccctct ttgacctcta tgggcaacag acacatctga tccacatgca 21420 
cacacacgtg caggtgaaac actcatacac aaaaaatcta aaatagagaa tgattaagaa 21480 
aaaaagtttg ttctatccag gtagtacagt atagtctcaa ctgcaatcag gagttcaaag 21540 
taaaaggatt cttgtgaatt tgttgcaaaa accaagaata caaaagtttt atgttatttc 21600 
ttcccacctc acttctactt aacactcatc tttactgtag gcttttccat agttttgcat 21660 
caatgaaacc aggaaaaaat tagtaaaatt atctttcatg atgcattctt ttcttcagtg 21720 
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tttcctgctg ctgtgacaag caagggatat taaaacaata ttttcatata tgtttatttt 21780 
tatcttagat atgatttcat gacaaacttg caaaagatga ccatttctgt tgcttgcttt 21840 
tggtatttac ataaaataca ttatttttct agtgagaggt atgaggctag aaatactaag 21900 
tatagatttt tttaaagaaa gtaattactg aaacatgcta tcaatttatg aaaagctctg 21960 
tttatgtatt tttaagtgtg ggagtgctct gtctgcatgt atacctacat gccagaagag 22020 
ggcatcagat ccctttatag atggccttaa gccaccatgt ggttgctgag aattgaactt 22080 
aggtcctctg gaagagcctc cagtggccag tgttcttaac cactgagcca tctcaccagc 22140 
cctcatttat acttttgact caacatttgc tatgcttgtt ttgaatgctt ttttttaaac 22200 
ttggcattct gttagctgtg ttttctagta gcagttatgt tgtatttact tacatattag 22260 
agacagctag catcagatga gtatagaaat taattctgtt acaagaggag agtctgaata 22320 
ttcagataat gaatccggca tcatcctcct gttgggagga tatggagaga agtaccaaga 22380 
ttctgggtgc ctgtcatgtg tgcaagttag caacatgaga aacaaaggtg ggggcacatg 22440 
agaaaataaa atgggtttgg gagaagatta atttaatttg aatatattag tattgagact 22500 
attaattgag tattgagaat tattaatgcc atatctaaga aactttgaaa caacttgtct 22560 
ggctattaca tgcataattt gccatgaact tggagctaaa aattaaagcc acagatagga 22620 
acaagggaaa atcagaatgc aaagataaat gggcaacacg ttaagagcta aggattgaaa 22680 
aaggagggaa gtaagtacgt gcaaccaaga cgcagacaga ctcaattttg ataacagaac 22740 
aagaacaaga aggaaaaatg ttagccagca gaggaatgga atatggaatc gaagaggaga 22800 
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ttctcctccc caotcacttt aggagaatca gttaataggt gctaatagtt aatagttaaa 22860 
atgtacatag atgccagggt aaaotctaga gtttaagtga aggggttggc tttgtagcgg 22920 
aagaaagaat actgcatgta gtgggtagaa agaaatctgt ggatgcgtat tgatactgct 22980 
agggaggatt ttgtgtctga aactgaggga cttggttgat tttaatgtta aagcagtgtg 23040 
tgaggtattt gccgagaata agttgaaaca tatttggcaa agtaactgtg aaattattcc 23100 
aactagagga agcaagggca gtgtgttaag agtttactca gggctttgtg acagcagtct 23160 
aggcaagtgc attatttatt gagctatacc ctctgcccag tgactttcaa tgtgctaaat 23220 
agtctggata tgggatcaga gaatgtaaca ggtcttattt gaggtagttc tgttttgtta 23280 
catgggccag tagaaggaca gtgagccaag agagttgaga ataataggaa tgaagtagtt 23340 
tgaagtcatt gaaatgatgg gctggcatcc aggttgaagt gaataggaag ttgatagaaa 23400 
gagagtagta gatgaagtga attgtaggtc cagattaggt ctaagaacca aaagtgttag 23460 
gaagaaaaat gtgactctta gaatgttttg ggaaacatag taagatgtat gtgttgggta 23520 
ttgagtttag aattttactg caaaagcagc tccgagacca aggtttggcc attaagaaag 23580 
ttgctgaggc caagaggtga ccgtattgca tatgctgctt agaataatga caggatttca 23640 
ggtagacatt atggtaaggg acaagggact ggggaagtgg ttcaggaata catcacttga 23700 
taaaagtata tggccagagt tcagatcctc agtacccacc cacataaaag cttgcagcta 23760 
cagcatactg aaggcagaaa gtggacaggc ttgctagcta gactacctga gtcagtaagt 23820 
tcagggttgg gcaaaaagat cctgtotcag taaacaacct gtggcatcta tatgatgtac 23880 
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ttaaatgagc acgcatgcac actccctcct cccaaggtgt aagaacaaac aaggacaaga 23940 
gtctttggta aaaggctttt gggtaactga tggggagaat. agacaaaagc agtaagaaaa 24000 
gatagagtgt gacctagcca ggcttctaga atgatggtct agatcgggaa gcagcattag 24060 
atagcagcag agtacttgac ttgccttgtc tccagttgtg caaagtatgg gaaagtaagc 24120 
agccttgatt ttagaagcac cacagggaaa gcagtgtcaa agaagagttg gttgtttggt 24180 
tttttttttt tttttttttt tggtttttcg agacagggtt tctctttata gctctggctg 24240 
tcctggaact cactttgtag accaggctgg cctcgaactc agaaatccac cagaaatcca 24300 
cctgcctctg cctcccgagt gctgggatta aaggcgtgcg ccaccacgcc cggcgagagt 24360 
gaggttttaa tgaatgggaa gtgaaagaag gaatgcttta taaaaaatga aggattagaa 24420 
gagatggctc aggatcaata ggtttcaagc agcatgttaa cgtgccctag gggaaactgt 24480 
aaacatgcat gataacacgg tgcggtaagg ctagggagaa gcaggcatat gggcagtatt 24540 
gaaatacctg tgaaatcgcc ttctaacttc atgctacctc ccaaaactca actctagtca 24600 
tatgttctta gtttgatttt ggtaaaccta ggatctatag cccctagttt ggaatgaaaa 24660 
ggattaaaga gcagcagtgc cttagaaggc taaataaaaa tgctgaggaa tgggttggtg 24720 
ctgattttta aggaaacaat atcttcaaga aaatcattta gctcaacctt ttcctccctt 24780 
gtatgtatgt agagatagag acagcatatg tgtgtgcccc tgaggttgat gttgggaatc 24840 
atctgcaacc actttctacc ttacattgaa gcaggtctca catatggcta gccagtctgt 24900 
tctagggacc ctatctctgc ttcccatatg ctgggattac aggtgggtca ctgtgcccat 24960 
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ctggcttttt gtggttctaa gatggcagac tgatgcttgt ttgtgtggaa ggtgtttaac 25020 

ttctgagcca tatttatata tttagggtac tgtgtgataa tttgataact ttccagtgat 25080 

caagttagca ttcccatgtc gttttttttt tttgtttgtt tttgtttttt gtttttttta 25140 

agacagtttc tctgtgtagc tctggctgtc ctggaacttg ctctgtagat caagctatcc 25200 

tcaaattttc agaaatccac cttcctcaga ctcatgagtg ctgggttgca ccaccactgc 25260 

ccagcttgtc agtaattttt aaacttagca ttagctgcta tgtccattct cactagagga 25320 

atagaacata atttgcattt aacaaatgtg tgtaagcctt taatcctagc acttggaagt 25380 

cagaggcagg cagattctct gagtttgagg ctagactggg ctattgtaag ttccaggaca 25440 

gccaaggcta cacagagaaa ccctgtcttg gagaaaaaaa aaaaaaaaaa aaaacaccac 25500 

caaaacaaca taacaagtgt gtatattcca taaaattcac aggaagtgtt tgtataattt 25560 

ggatgacatg aattctagtc tttctcacat ctagatagat gttgacttcc tttactgtaa 25620 

aaggaatgaa gttagattag atttttctgc ttgatatttt tcttaattac aataaacatc 25680 

tattaaaagc aggtacttat aattgctttg gcttggttgt ttgaagtact atcctgtatt 25740 

tcttttcttt gagagtgggg gagacaaaaa tctttgttct catgtaactt tggcatgcac 25800 

acacacacac aacacatggt tttgttcaag tagcttacag gctgtggtcc aggtagtcca 25860 

acaatggtta tctcttgaaa gaaaggccaa ggatctggtt ataaaactga aagtcttagc 25920 

catctcaatc ttttgcagcg ttcaggtaat tccttcagag gtcttgagtc tatgttggaa 25980 

cctcacagaa gtacattcta ataccaccag gggtattagt gccttagtaa cgggatagat 26040 
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gaacttgcca gagagactga ggttaaggaa gcaaaaagca aaagcttttt atgcaggctg 26100 
gcccagattt agggtgaatc tttttccacc ttcagataat ccaggtttaa ggtgggtctt 26160 
cccatctcaa atgatcaaat caagaaaatc ctccacaggt gtgcccaact acttgggttt 26220 
cttcagattt attttatgtg tatgagtgtt tgcttgtatt gcttctatat atgcatcaca 26280 
tgagttcctg gtgccaggga ggtcagggtg tattgactct cctggagctg gagttaaaga 26340 
tggttgtgag ctatcaagtt ggtagaggtt tttaactttc tttttggttt ttcgagacag 26400 
ggctgtatag cctgtatagc cctggctgtc ctggaactca ctttgtagac caggctggcc 26460 
tggaactcag agatccgcct gcctctgcct cccaattgct gggattatag gagagcgcca 26520 
ccacgcccag cggtttttaa ctttctttgt taggtttatt ctaagggttt tagaatttga 26580 
aacaggttct otctgtgcag cggggtgggg aacctggaac cctccctatg taaatcagat 26640 
tggccatgag tttaattctt cccgcctcta taccctgagt gcaagattaa atgctcttca 26700 
ccacattgtt tcttgttcag tgtgcccttt gatggtatgt agacagtcta ctgtatcttt 26760 
aatgctaact ttgaatccta accattttgt agaaggtgtt tatcagatta tcagccttct 26820 
tgtggagtct cgagggtctc tgatgtatag aattgtaaca cttgaaaata ggattttttt 26880 
tcttaactac ttcctttctt atttaaatgc cttttattac ottcctgtgt gttactacca 26940 
aagccaggat ttcaagcatt tattggtcat ttgtgcttta gtttttatga attgcttgtt 27000 
taacctttgt tcatttttcg attttgatgc tctatgatct tgtttttatg tgcagggtgc 27060 
aaagtcttct ctctctaaga tttttatgca cacatcagtg gacagtttga cttttacaaa 27120 
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ggaagccgct ttctttttac tactcttaat tttattctta cttagttcca atttatttat 27180 
aattgtcgca gttattttta ttcccatcat attctgatct agcctcctgg tgccaggcaa 27240 
ccattcaact gttggatgat tgagaatagc ttttgctagt ttcccagtgg ttggttaggc 27300 
aatcaaatgc agatttgggt gttggtgcca tctagtgtgg gtaatggtaa aaccatttct 27360 
atggaatatt tgataagtaa ccatactgaa taaatgtggc tggtcacaaa atttcacact 27420 
tgttataaaa caaatttata aactattttg aattttgaca ttttgtacag aattaaatac 27480 
ttgagctatg ctataagcat tctgaaatga ccctgaagat gtgtttctgt taaggtaaaa 27540 
ggcctaatga cttaattttt aaattgtaag tttagaaata ctttgggtct ttaactcact 27600 
cactctctct ctctctctct ctctctctca catgcttgtg cattcgaggt cattgcatto 27660 
aaggtctcat atttgatgag gcatgtcagt ttgacttcac aaaggaaagc ctgtttcatt 27720 
ttttagtact cttttatttt tacttttagt tctgatttat ttataattgt ctggattctt 27780 
gcagagttat ttttattccc atcatattct gatttaacct cctggtgcaa gagaaacatt 27840 
ttoagtttct ctggatttta atattcatat attgaaattg ctatgtgatg ttgttaaaag 27900 
agtttgaaaa tgctcaattt tttgtcattt tgaatgttat tttttagatt tcaaatccta 27960 
ttccattttt gaatattgag ttcaccattg ttgaagtact gacttttagt ccatagaggg 28020 
cattagatta cagcatatgg tagggtttat ggttgttaat gtotctcagc agtaaaacat 28080 
ctagttttgt acctctgtgt gcttagaatt ctaaaattag tttcaagact gctgtgtaac 28140 
tgtcactgtt tcatattaat aaaagattcg ggctctccat tattaataga cgtctaaatc 28200 
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gtagcttccc aaaacaatat acaagcaaag taaatggctg ctctcttctc ttttctcttt 28260 
tccttccttt tccttttcct ttttttcttt tcaatcttta aaggcacagg gaaatttaaa 28320 
aggaaggaag gaaggaagga aggaaggaag gaaggaagga aggaaaagga aaggggaaga 28380 
aggggaagaa gagaaagggg aagaaggaga ggaaggggaa gaaggggaag ggaaaagcaa 25440 
aacaaaccaa aaattttgct ggcattaaaa gtaaaagaag tggaaggagt ttgagagagc 28500 
aggatgaggt gaacaccagg tgggcttact aactaggttg ttttgtttct tttttgaaac 28560 
aaacataact atataatgtt agctggcctt gaactcagag aatgctacct gactgctttc 28620 
ccaatgctgg tttaaaggtc tgtaccattc tgggctttca catctgcttt gagacagttc 28680 
tcttgtgctt aaaatccttc caaatagata caaactttaa aaaaaaaaaa aatgctcccc 28740 
aggcagtggt ggcgcatgcc tgattccagc acttgggagg cagaggtagg tggatttctg 28800 
aattcgaggt cagcctggtt tacagagttg agttccagga caaccagggc tacacagaaa. 28860 
ccctgtcttg aaaaaacaaa acaaaacaac cccaaaactc acacatgcta ctttatcaga 28920 
gatttttttt attagcaact tatttaatta tattttttct tagttaacca tgcattgtaa 28980 
aaaaaaaaaa gtgttttgac taaggtaaga gagacattga aagtaggtaa ttttagatca 29040 
tcgtactctt tagaagtgag ttggagacct tgcaggtctt tggttttatt tttttagcat 29100 
tatatttaca agtttgatct gtgactcttc ctttggcatt ctgtaaggag aaaatagaat 29160 
actacaccag atattcaaag catcacgttg ccagttggtt tgcatgtgta ttatttgagg 29220 
actattcttg agagaatttt attctttaaa ggttggtatt taaattcatt tagatgaagt 29280 
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ttaatgagaa agtatgaccc ataaattgtg tactcataaa ttttgctcgt tgatttttca 29340 
gagtaaaata tttttgcttg gctaacttaa aaactgcagt tttaaaacac tgagaaagaa 29400 
gtgggtaaaa atgtcagctg gtacctatga gttagctagt tttctctata cttaccataa 29460 
attgtaataa ctaaaactaa agaattgatt atcattctgc aaaaacttaa cttaaggctt 29520 
ttaatttgct ttcttaaata aaagcttaca gtatgaaaag tacatttaat attcatatga 29580 
gtggattatt acacacacat tcttggcacc ttaaaattag cagacaagtg aagtattata 29640 
aatatgtgag ttacatatat gctgaatatg tttaccttag agaatatgta acttgaaggt 29700 
actatttact gtcttctggt gtttttgttc tagtggagct cagattagaa cccatgcctt 29760 
gagcctgtta ggtatacact ttacgagtta actatactcc ccgtccttgt ctgtcagttt 29820 
gaaagagttc atttaaaaaa tactgtcctg gaagtattct gtattctttg aacagttttg 29880 
gatgctaaac cgttatgtga agaggtcaca caatttcatc tttgatgtaa tatggtggtg 29940 
acagtgttct cagaataatt atatcatata aggtctcagc aagtaaagtt agaaatactt 30000 
cagaattctt ttaaaattgc ttttatttat aattgtgcaa gagggactta aaaatgagta 30060 
attggcattc tgaacactta aggattttgc aaggttttgc aggcccacat aagtgagcat 30120 
atttcaggaa gatatcccca tttcagtgtg gttacagcca tgagatgcat gtacttttat 30180 
gcattgattt tatatatatt acatcttcaa atgccatacg tatttaaata tattttagct 30240 
gattaaattg gcactgttca tttccttttc tgcttaggca aatttagcat caggtaaaaa 30300 
tcagttgtag aacattagaa agacacactg gaatgactga aagtttaata aattctgaaa 30360 
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aaatgggaaa ttctggaacc atttattttt atggctatta aattgtgcca ttttcatggg 30420 
gtaaatgata tagttattag tacatgaccg tttctctccc agccaaagat ttattgcaat 30480 
ggtaggtagt tgagtattta ttaaaagatt gaattggaac aggtaacaat taatctagat 30540 
ttggaggaat ctagattttt agaaatgtaa aggaaaaaaa aacctgatca taccttccag 30600 
gatgcaaaat atgagttctc taagcctcag taaacccaga aaaaaaggca gttcacaacc 30660 
ttgaaattga agttattaac ccatttggat tagtccattt ctgtcttgtg ggttaactgt 30720 
tgattttaga gtttcaagta aaactgaaac agcagcacaa ttgaactgtc cctaataaag 30780 
aaaagtcaag tctgtgggtg cagacttagt tctgtgtgtt tcaggtatat ttagcggttg 30840 
gctctgttag agagtctttt cttttggtag ctgcctcctt ccctgcaaag gtagctccat 30900 
ttggcatgat cagcaagcaa atggctaaga caatgagcag atagaaggga aagcattaat 30960 
gtctgggtat tagcagccta gttacagatt gtactgcgtc agcttgctcc acaccccaaa 31020 
gacatcaggt gactccagtt gttcagccgg gactgcaggc ttaggttgag caaacgggta 31080 
tctcatgtct cagggagaat tttgcaattt acagcttttc tgttagtatg cataatttgt 31140 
aattgctgct ggagggcaga tcgtggcaag aaatggacga tcagaagaaa cgttggaagg 31200 
acaagggtat gtcttttaat cttttactcc tttttatgta accagtaaga tttctgtggg 31260 
taagctttgt agtttagata tactcgggat tgaaagcgga gcctgtgatc atgtaatgct 31320 
taagattaac ataaaacagc tgcttctggt gttttttaca gttgattgtg tgcaggaaag 31380 
atatcatatt ctttttcact ggtgtttggt ttagtaattt tagacgtgtc tgttgtttct 31440 
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tttctaatct tgcgcgttga aattggtatg ggattaacat ctcatttgtt ggtcactttg 31500 
gtgtgaggaa tgtataataa acattacatt cttctgtagt ctgtgatgao atttcatgat 31560 
gactttaaat aaagctcagc tggtgtgcct gagatctatc cctaggtttg taggtagcag 31620 
aattgcattg tatctttgaa aatctaaagt gaacatttga agttcttact tgaatgcatt 31680 
ttaattttta tgtaacttga aactattcag atgtatacag agttttaaat gtatccccaa 31740 
atttactaac ctttgtcctt gtaataacca attaatgatc ttgatccccg tcctccccct 31800 
tgaaaactca gatttttaaa aatctcagtg attcattgtg aagaatttaa gcctgcaaag 31860 
tagtagtaaa atatcgacta ttgaatattt caatagcact ttattatgta gcttgacaac 31920 
tgctatgtaa tgagagagag agagagagag agagagagag agagagagag accgagtaag 31980 
caagagtgag ttgtttatct gactgtctag aataagttgt cttaaaaatt gttagaactg 32040 
tttttaagtg gctgagataa acatttctgt agctgactag ctgcagtgac ctgctttaaa 32100 
accaaaacca aaaccaatca gtaaaaaaaa aatgtggggg aaaggtgatt ttaacattga 32160 
attcatatgt attcaatata aaggggaaaa cagctgtgag ctttaagaaa ggatttcatt 32220 
aaaaagctta ataaaaaagg acttttcttt agcttatcca taaatattaa aaatgaagtg 32280 
aaccaatgtg ctagcttttg gtaagtaaaa agatacttga gataataaag tgggtgagaa 32340 
gccacagtag ggcccatcct gcaactttca agtctctgca tgaacgactt caattgtaga 32400 
gtattaaaat gttaagctot tataagataa tgtagggata taaagacaga aattaagatg 32460 
cagtagaatc tatcttttgt gatagtotta actattaaag acccttaaao aaattcagaa 32520 
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tcactcttga gtctctctgc cgatcctggc tttgtttgtt tgtaaatctg gtccactgat 32580 
acttttcttc ttgtttttaa cccttgtctg agtaaatcag accaacctat tttttcctta 32640 
tctaggtgct gttacatctt agtgtttcct gtatcagctg ctaatgctaa agattatata 32700 
gtgaggttta aatcagaaac cactgagatg cctgaggtga atggtttttc cttactgtga 32760 
aaaagtgagg aacctaacct gaggtgtcta cacgggtaaa cttaaaatat atatacttac 32820 
ttagacctgg tcccccatac ctgcattctt gtgctctcag actcccttcc caaagctgtc 32880 
agtagtaaca aatattctga ttcatgtctg gctttgtttt tgttttggtg aagttttaaa .32940 
tgtgtttgct gtttgggtga tttttgtttt tgcttattag atatctagtc ctttaggcaa 33000 
agaggtatta taattggtgt tgttacagtc ttgctatttt ctgttcatta gcagaatatt 33060 
ttgacaaatg aaatctaata tttcattatt gaggttatat ggaaaactta gattaagatg 33120 
ggaagacttg cgagtctagg tcagttgggg ggaagaatga cgtaactgtc agcagcagag 33180 
acaactacac aagtaaccca gggcaacctg caagttcttt tttagacaac accacaggaa 33240 
agaatcttag gaccaaaaga agaggttaac aggaagaggt gcctgggaag aaaatacagc 33300 
atactgtgct cacagttctc aaagaattgg aactagcagc aggcatgtgc attttggtgg 33360 
ctctcaaggt acatctcaaa ggattgctca gaaacttttt 'ctatacatga ggttagagac 33420 
tgtctgatat gatagttcct tggatgggct caaacctaat aagataaagt caggacttta 33480 
ggattgcacc aggggttagg acatgccctt ttgtttgtaa gtgggctttt gatgagattc 33540 
ctaaaaaatt acagatgtta agtatgttgg aattcttgat tcttagttgg taagaggcct 33600 
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caccagggga aggggctcct ttcccttccc aaccccatag tctttccttc ctttccaatc 33660 
acacctgctt tagaagcact gagaagacac tgttaataca gtgactagaa tttcctgggt 33720 
agagtagact gtataggata atgttgacag atagatttgt aggctcaaag atgatagaag 33780 
gttagacggt ctaggtcagg tttcctgaag cttctctgtg gttcacaaga aagagtcctg 33840 
tgatcctatc aaaacaagct ctacagggcc tggcaatctg gtgtcatcat tttataattg 33900 
ggcagatttg gaaaacaatc tagggttcac accttagttc tagtatgttt tgattttgac 33960 
taggtatgaa actgcctctt aagtttttat tctgttgtgt gatttatagg gttccagttt 34020 
tgaggttctc tggggtttta tgacaagatg ctctgggcca ggttgtattg gtttgatgtt 34080 
taaagtaggt agtaataata agtagtggtg ggttcagaag gccatctgtg gtgtagtaaa 34140 
agccggagga gaacctagag gcctgagttt gggatgattt tagctatgcc tggacttaaa 34200 
aaagaaaacc ttgaacatca tctgaaatgg ggatgaaaag gaagtaacag atatgagaaa 34260 
aataagtgaa gaaatacttg atattcatca taggttgcag gactacatga attcgaagtc 34320 
acgatgaaca actatctatg ctcagcatca gtagattttt ttttaaagcc .aaattgagtt 34380 
ctagacactt tgaatttgaa gtgatggaca tagcaagcaa tgataaagat tacaaaacaa 34440 
atgcaaagcg agggtatctt ttttaaaaaa tcgaagatag ggaaggaaag ccattagcac 34500 
caagcctaca ttaatggagc accaggaaaa gttagctcta acagcagtag gaggagtagg 34560 
agagtgtggt ctcaccacca ggacaggact ggaggtctga ggaggactgg ctgtcaagaa 34620 
actgtttaga atgaagataa agtgattgca gacgctcaga ttttaggaga aagtgcagca 34680 
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ttgcccatgt ttgctagtgc ctttgtagat tgggaagctc agctggcctt tgtgagaact 34740 
ttcagtaaca ttaaaattca gtttgattat gcttaatgac aaagtggctt tgtcatcata 34800 
tctggtgcat tcttcccttg tggactcttt agggcttcct actttgcctg gaagtcaact 34860 
gccaatctta ggaagaaacc tgcttttaat tctatctaaa cttacctaaa actcagtgta 34920 
acttggacct tcattgtgtt tttctagatt tttttttttg attgttgtta agtagcagga 34980 
ctgtgtgttg tagaaaatag agaatggctt tgggttttta ataatgaagt aaggaactag 35040 
aagattatat tatacattgt attctgtaat cttgaacaat ttagtagata tttccacctt 35100 
taaagtcact tacatcaott taatatgttg ctggttaaag tgagtaaaat taaattaaat 35160 
tctgttctta ttcatggtta ttgttcagtt aatgaaaatt ggggttaata catgcttgca 35220 
gcattgcttt tcagaaaaat tgctttgagc aacgagttat tgtttgtctg ggagccatgg 35280 
ctaaaattaa ttctgatggt tttaacttta ggaattttta tcagttttaa gtaaattaca 35340 
gaaacaggtt tgcatttttt tttcagaagt gaatgtatat atgttttcag tggttataga 35400 
gaaatataat aaaaaaaaat cttcaaggga tatggattga gaccagtggt ggaaatttat 35460 
tctgatgctt tccttattta cccctatctg aatattcgta ttttttttaa tcaggactgc 35520 
taactgatct atacttcatg tgatggctga attgaaatta tcttcttcaa gaacagttgt 35580 
aattgtgcca ttgcaagagt ttttctttgt gtttcaagtt caacttatac tgatgatcct 35640 
tggctaatta taaaggcatc ccatgactca gtcctagctt actcccatcc ccacacgacc 35700 
ctgaagggcc tgctccatca aoatgcctgc tattttattt ctctgatttt acctcttaca 35760 
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ccttttcttc caatttttat tttgaccatg cagtatttaa gacacattct tcccagatag 35820 
acatgatact ggccttcttt aaactcttct tttgagttgt gacttctatt ccattacata 35880 
tgggctttat gtctgtaaca ttctttaaag gtaaaaatgg tcctttcctc ctgggcctcc 35940 
tagttggcat gcataatttt tctataaaat gacagacata tttaatggtt tactccttgc 36000 
cttgaacttt gtacatatat ttctttttaa aaatgataca tcccccccac ccccattggg 36060 
gatttaggat tctccttttt tcttaaagga gcaatgaaac aattaagact cgtaggagtt 36120 
ctgaaagata gcttagcagt tataagcact ggcttctctt gtacaggacc caggtttgat 36180 
tcccacatgg caactcacaa ccatttgtaa ctccagttcc aagttccagg gtctcctaca 36240 
tcctcttctg ccctccatag gtgccagggt tacacatggt acacaaacta aatgcaggca 36300 
aaaatacaca tgtaaaagta aatacttctt aaaaagaatt ttagatttca cctgcagata 36360 
atgagtcttg tcatttacat ttattgtaac catttagttt tatacataag gaaaccaaga 36420 
aaactaaata tgctaggtta tttgcataga ccttcaaagc tggagtatga gaccttgatt 36480 
ttatagtttg tatgagaaca accaaggagt gatgaggaaa aggctgaaaa ttggcccatg 36540 
ttgtgataat ttattcatgc atagcttact atggcagctt tttgtatgtg gtaccattta 36600 
ccacttactt tttttatttt atgtatatga gtacactata gcagtcttca aacaccccag 36660 
aagagggcat cagatcccat tacagatggt tgcgagccac catgtggttg ctgggacctc 36720 
tggaagaaca gtcagtgccc ttaactgctg agtcatctct ccagcccctg gttctcactc 36780 
ttaagaaaaa aagagcagta gtcttagtat caactgtgga aaaaggtaga tgtggttagt 36840 
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agtattactg aaacttctgc tgagcctgtg atataatttc tcttaaggac tggattcogt 36900 
acttgctgta ggaagaacat ttcaacagtc aatagaattc tctttacttt ttcttttttt 36960 
cttttctttt cttttttttt tttttaactt aatctcatct gttgctagaa tttgggctta 37020 
agggtgttga gtttaattta gtttaattgt atgcagtctt ttataactaa tttttataac 37080 
taaaaattgt caaattttgt gcaaggagtg tttaggagta agtaagtaga tagatacata 37140 
gagagaaaat acttagcttt aatttagaat ggtattacat gtatggactt tactatgaat 37200 
ggaaaattat accatggttt agagaaattg gaaatgtgaa gttagggata ttttctattc 37260 
tgtttttgta tattgatgcc cccaacatga aaattttttt atgtgtgtaa gtgtgtgggc 37320 
tctccatgtt gcagtgtgtg tgtgaagatc ggaggatgac atctatgagt cctgtgggtc 37380 
ccaggtatca gactctggtt attoaacttg ttgtcatgtg catcagtttg ccagcocgtt 37440 
ttgtattgaa agctatatga actaaataat cagtggtttg aattattaat gagtcaaatg 37500 
tggtggtagg agcttactat tcttattttt taaaaaagtt gtttttaaaa tagggcttta 37560 
aaattgaaac ctgacttcaa gctaacttca ggctaagttg aatgtaaatt taaggaaatt 37620 
catttaagga aaatgtaaca ggatgacttg tgcatgtaac acatttgatc tagcactatt 37680 
tttagctata gcagatgaca gcctgtgatt accaaatgta ggcagctctt ctttctttgt 37740 
accaagtcag tgaaagaaaa actgggttcc tttaaattta aattttagtt aggtaaggtg 37800 
cactatacaa aataatcaaa agttttctat attttttaat tttgaaaaca aagataaact 37860 
gcagggaaat gaatctattt ttctaaatta tttaactaga ttggcataaa cccctatgtg 37920 
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tttcccatag ttgtaaggga aaaatcactg ttcagttctt cttggatctt taaaaggggt 37980 
gttctatgaa cattttatat gagttagaaa cttccttata aaaacatgct ttatccaata 38040 
ttttcataag aatttcctgc atgtgagtgt gctgcctgcc tgggtatgtg tgtatcacac 38100 
gtctgcctgg tgcccatagt ggccagtaga ggagctagtc ccctgaactt catttacaca 38160 
ttgttgtgaa tcacagtggg gtgatagaaa tcaaacctgt gtgtttctaa aagagccttc 38220 
tctctagcac cccttatcag atatttactt tgtatttcct cccattttgt agattgtctt 38280 
caccttcttc attatgtcct ttgaaacaaa atattttatt ttaagaggct cagtatattt 38340 
acttttcttg tgtttatgct aataccatat gttaagaaac acagccttga agatctacac 38400 
tttctttatt cttttaacta aattgttatt tttaacagct acccttcatg taaacatgtg 38460 
taggaatgtg tatagaggtc aaaagacagc ttatagggac taattcttgc cttctaccat 38520 
gtggggctag gagctaaaat gtcttagcaa gcttggtggc aggtgcactc agcpattttg 38580 
ccaactgtct aaaagcattt tatagtttaa actccaatct ttagattttt attctatttt 38640 
gagttaaaac aatattttgt catctttaat agtgtgtttg tcatgaatgc agatagctac 38700 
tgtggctaga gtggtcagat cctctggagc tgaagttaaa gagatttggg aaccattaat 38760 
ggctgagcca tctctctacc ccataagtta acctttcatg f catataaag tacaggaatc 38820 
taaggagtcc agtggcattc ccctgcagtt ggacatccag ttgttcttag cttccttgtc 38880 
aaattcacct gactataaat ataaaagttg attgtatttc acttatgttc ctttgtaacc 38940 
atgtatatga ctgtagggtc gggtttatgt tttgttttct ttttttgaga cagaagcttg 39000 
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ctatgtagct ccaactgact tctagcttgc cattctcttg ttactgaaag ctttgcagga 39060 
aattttgcag aggagaaatg tgagcccttt aactttatta ttgttttpca ggatttcttt 39120 
ggttattcca gatatatttt ttttcagctg tcttgtcagt tcagttggag acacaagctg 39180 
ggcttttgtt ttgatggggt ttgtacttgg gactaattag aggactgtta tatgtcatcc 39240 
aagactgtgt gatatctttc tgcttgattc agccattaat ttcttttaac tgtaagtttt 39300 
cggtttattt catttgtttt cagctatgta tgttcctagg aattaaattt ttttgtttgt 39360 
gaatgttaac tgttgttttg aaagtctgtg ttaagtcaga tgcagttggc tttgtatgat 39420 
gttgtaccca caatgtcact agacttgttt aggaattcta gttgctgttt tgtggcttct 39480 
ttaggaaatt ctaaatataa gatcatatta gcaacaaata ccttaattta tttttgtcca 39540 
atcaattcat tgcccaaatt ctggtcaaaa acttctagga catatatggg tgtgaagtgt 39600 
caaagagagg ttacccttgt cttattacta ggtttaagtg ggaagatgct agtcttgcag 39660 
catgttcact gtgattttgt agattttatt tttgatcagt ttgaggctaa ttcttttttt 39720 
ttttcttgct gttttgttga ctgtttacca tgagatgatg ttggacctaa tcagtttttt 39780 
atgcaactat tgtggcgagt gtgtcttatt cctattttgt ttttatggtg catgtgtggg 39840 
ttgttattca tatgttgcac tacctttgca ttctcagaac agatcctcct aagctatgct 39900 
gtaatctgtt tgcattgcag gattttgact tgttaatggt gttatggtga aatcactgtt 39960 
ctgtatttat acgggatgtt tatctgtact tatcctgatg tctttgtctg atttgggtat 40020 
ctgaattgaa caatcttcta aattaactaa tgatataagg ctctgatgag ttatcagagg 40080 
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catgtagata tttctttgga tttttgtatc cttttttccc cccatggaga atcactgctc 40140 
ttgggcgaat ttaatcttcc taatttaaaa aaaaagtaaa accaacataa agagtccata 40200 
tgaaactaaa atacttttga caagtatgaa aacagacaac tgtttttgct agaaatttgt 40260 
gtttttcttc tttgcagctt cactgacaaa ctctttacaa aatgggattg aaaatgtatt 40320 
agtgcttgtc acagtgcttt ggacgatgga ttctgtcctg tgtgtactta cttaccactg 40380 
tgtagctgtc tcacctcctg cctgtacttc cctaatggtc tcaagagtat ctcaacttct 40440 
gcattcctag gacttacttc agcttgacta atccatagtg tgtgctttga ggtagtcatg 40500 
tgttttcatg tggtatctgt gaactttcat gtatgacttc cagagttctt acaattattg 40560 
acaagatctg actgcatctg atcatttatt aaattatcag gcagcattgt tctttgtgtg 40620 
tatgagtgtg tatgtctctg cacatactgg tatgtggata tggaggctct aaggcagcct 40680 
tgagtggtgg tacagagaca ggatctctta ttggcctgga gctggcatat gagttggcct 40740 
tttggccaat gagccctaga atctgcctct ctctgctttc ctgacatgag gattacaagt 40800 
gttggccatt gtgctggcct ttatgtgttt gggggttggt aggtccctgt accaactgag 40860 
ttgcttcccc agtccgtggt gttcttatag taggaaatcc tactctacca ctcattgaat 40920 
ggggattaag gcagtatttt gtgattataa attgtggttg ccactagcat gagactgttt 40980 
caagtagcac agaaatgtat aaagaaacag gtaagactta tctataatcc caatattaaa 41040 
gaagtaaaaa tatttagtag atttttttca gacttaatgg ttagacatat ttttgtttgt 41100 
tttgtttgtt ttatatgtag cccaaaatgg tttcaaattc actgttgtag cccaggctgg 41160 
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ctttgttctc ttgattcttt taatactctg ttttcaagtg tcattatagg catctttatc 41220 
tttctttaca gaccagtttt tccattatac gtatactagt tttaatcaaa ttcatactac 41280 
ttttaaaagg tattttcaaa aacttgatgg gacagtgaga tagctcagtg ggtaaaggta 41340 
cgtggcaccg agtctgacct cctgaattca atccctggaa ccoacatggt atagaaaaga 41400 
actgactccc acaagtatot cctgattgcc acacatgtac cgtggtatgc gcatgctcac 41460 
ttcattcaca agtacatgaa aagtgactgt ttaaaaacct aattataott ttttggctct 41520 
gagaagtact tgttaaataa atgtattgct cttagctgoc ctgtcattgg tgtgtaaatg 41580 
taggtatcta tgctggctag tatatgtcaa cttaacacaa gctagagtca tgtgagagga 41640 
gagaccctca attgaggaat tacttctttc tataagattg tctgcagagc attttctcac 41700 
gtagtgattc atgggagagt gcccagatca tttgggtgat gctatccctg agcttctggc 41760 
cctgggttct ataagaaagc aggctgagca agccatggcg agtatgccag taagtagcac 41820 
ccactccatg gtttctatat cagcttctag tttcagttto ctgccttatt tgaattcctg 41880 
tcctgaotta cttcaatgat ggtctataat gtgaaagtat aagtcaaata agccctttcc 41940 
tccccaacat gcttttggtc atggtgtttc accttagcaa tagaaatcct aactaggaca 42000 
atatcctata tcttgttaat ttcacataga cattcttctt ggtctttgtg gttcatttta 42060 
catacaatga ctcttagtct atgttctgcc cattcatcaa acatgcagat gtacaacaat 42120 
ctgaagaact tgaatatgct gaccctttag tttatgcaca gggtgcttta acaatagcaa 42180 
gtctcattat atatttatca ccttccactt ctaaactgta aaaagctttt tgtacagttt 42240 
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ttggtgttct cataattaca gttatgtaca attgcttgaa aagtgatatg attaggtact 42300 
tactgatttc atgaagttta tgtttggcac atagtaatgt ttctgagaag gttcagttta 42360 
aaacacttaa gcctcttata ctcagaagta tacatcttaa aaggagatct attttaaagt 42420 
tgcagcaagg cataggctaa tgccaatagt aaaagtttat tgattaggac ccactaataa 42480 
taatttgagt gtaggacttt gtattaagta ttaatcatgt tagcctctga agggaaaata 42540 
aattggaaga cttactttgt tgaagataaa acttaagtca agggaggttc aagtctcact 42600 
ttaagttaca cagttgcaga gctagtacca ggaggtgggt ctctgaactt agcctcttct 42660 
ttctactata ttcactagta tagaacctgt agattaatta aatcttgagt aatcaaaacc 42720 
tttgaatttt ctctggtttt tacacatgga cacagacact tggaaagatc agttttaatg 42780 
taacagtgtt ggatgctctt aatgaagcac ggtgagtgca cgtgcattta tttgataatc 42840 
ttaccagtag ggatactaca aatgaacaaa tggctttgag tgctttgaga ccactcatct 42900 
ttatatgagt attttgctat aaattggaag aaaagtccgc tgattgttca gttctgggtt 42960 
ggtgttatct taaaatgtat tattgtgtat atgtatttag gcatgattgt gtggaggtca 43020 
gaggtcaaat ttaacatttg ctttcttcca cttgagtttc agggaatcat tagcaagtac 43080 
tttttccatt tattttccct gtgtggggtt ttgtttgttt gtttgttttt ttcgagacag 43140 
ggtttctctg tgtagcccta gctgtcctgg aactcactct gtagaccagg ctagcctcga 43200 
actcagaaat ctgcctccca agtgttggga ttaaaggcat gtgccaccac tgcctggctt 43260 
ctgtgtggtt tttaaagtga catgtttctg tgtaacatca tagttcaggt caataacttt 43320 
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atataatgtt gaagttatcc cttttaagta cctagaaata aaggtgattt atttgggggg 43380 
gggcaatatt agtaacacaa ctaataatcc tgagtcctat attaaatact ttaacttatc 43440 
attttattga tagaaaaatc tcaattcatt ttcctcattt aatgaatccc atctcagtga 43500 
gacaattcct atttttatat atagtttaat gatgagtcta gaagcgtaga agggtttggc 43560 
aacttgcctg aggttacatt gttagtaatt ttgtgcttct gttggagtct aggtcaccta 43620 
gctctagagc tttgactctg ggcttatata acccactgtt agagcacaca agggaatctg 43680 
acaggaatta tgctgcoact gctgtctatg tcatgtcact cactaccctc actaccttcc 43740 
ttgcattccc aacagggaaa gatgacatta ttagcttcgg gtagatgtga gtcctgccag 43800 
tttccctgac tttttttttt ttttttaaat atgagtacac tgactcttct cttcagacta 43860 
cactctcttc agacacacca gaagagggca tcagatccca gtaaagatgg ttgagccacc 43920 
atgtggttgc tgggaattga actcgggacc tctggaagag caaccagttt cttaactgct 43980 
gaaccatctc tccaaacccc tggcttctta atggcagctg gattcctctg tttcagagtt 44040 
tttaaatttc tttcagcgtc ttttacctcc cacccttgat ttcctagtac agtgtaatat 44100 
ttactttaaa actttactga gtgttctaaa tcaggtagtc cttgaaaaga tatactttag 44160 
cattttagaa ttgaaaagag ccttaaaagt acatttccca gctttctgct catttcacta 44220 
ggctgacttt ctgtttttgt tttatgatct tgttatatat acctggctgg cctggcattt 44280 
gctgctttta gtctggttag cctaaaacgt gcaacactca tgctcagtct ctcaggtgct 44340 
agaatgccat catacctagc tcaatgtgag aaaactattg atattgctgt gatctctttg 44400 
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ttgactgcga tgttatttac agtatcgttt tgacagcaca gattaggcta tttcaaggtc 44460 
tggtcagtcc tcagatgoat tggtaggaac aagttgcaca catcagaact gatgtaggtg 44520 
ttaatagatg gaggttaaga tcatagtgtg aaagcaatca gtgaaacagg ctgtgggtca 44580 
tacatggaat ggatctggcc caggatatgc acatgctagg catatacact ccaagcccca 44640 
cttactaagt gcttaatata tatactccaa aggtggaatt aaacctttgt aataatactt 44700 
agtgttttat agcttacgta atttttctta caatgtactt tcagtgctaa atggaagcca 44760 
tgctcattta ggatcctggg gatcaaaacc aatgcatccc tttgaagtgt gacttttaaa 44820 
aatgttactc cctttatctt aaagttagca ggagttctac ttgagtagtt ccctatttgt 44880 
tttaccataa agtgtgtgga gtttttgttt tgttttgctg ctcctggttg gtcaccatct 44940 
agagaggtga atactgtgta gtgtgtcaaa gagtccttcc ttcagtgcac tgttgaggat 45000 
aatctcaaga gactacaagc ctgtggttat ttgagccttg cagtagcttt gtttccagtg 45060 
gccaaaagca gacatggtaa attgtctttg tctgactcta taccaaatgg tatggaatat 45120 
tgtagtatgt aagattgggg gagtgtcttg tttgtttgac agcttttgtt ttttgacccc 45180 
tgcagttttt atgacttttt tcttctgttg aaggaaatta gttttttaga tgtctgaatg 45240 
ctgttccccc tttatctttt attgtaggta acttcagtta gtactaggct aagatatcat 45300 
tttaggattt tcaaaggaga gcttctaaaa gccaagctgt aaatcttagg tgctcagctg 45360 
ctaacatttc aatttttcac cttttttttc tatagatttt tattttattc tttttgtttt 45420 
aattaaatca tttagttaca tattttatgt atatgagtac aatgttactg tcttcaggca 45480 
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caccagaaga gggcattgga tctcattaca gatggttgcg agccaccatg tggttgctgg 45540 
gacttgaact caggacctct gctcttaacc attgaaccat ctctctagcc cttcaacttt 45600 
ttaaaaaatt tgatttccta tacttatgtc ttacaatagt ccttttcgta tgtactattt 45660 
ccctgtaatt tgaatatcat gcatagtatg aagaagaaat gtctcaagat aattttaagt 45720 
gagctctgcc aggcctaaga agtatataag ggtaatttgt agctagaatg atttggtcac 45780 
tcaggaggga ggttggccca aaagaaggaa aagtacaaac ttagcatttc actgataggt 45840 
agcttatact gggtttaatg ttttagtgtg tttcctccgt gaagaacatg taaatgtgct 45900 
aaatccaaat ggttaagata gtattctaat ttcagacttc ttcttttaat ttttagttgt 45960 
tgacctcctg tactggagag acattaagaa gactggagtg gtgtttggtg ccagcttatt 46020 
cctgctgctg tctctgacag tgttcagcat tgtcagtgta acggcctaca ttgccttggc 46080 
cctgctctct gtgactatca gctttaggat atataagggt gtgatccaag ctatccagaa 46140 
atcagatgaa ggccacccat tcaggtgaga tgtttgaaaa atgaggcaac agtgtaacta 46200 
ggattggtag tgagacttca tctcctatct gtagaattat agttgtgtga tttctttgtt 46260 
gcttagagat aatctatcaa gaacatatct gcctttgaga tttcttatgg tagaaaagac 46320 
tgggctcatt agtatttata gtagatattg gttatcacag tgaattttag aattggtgaa 46380 
gttatattgt tcttactgtt tacatttaat actatctaat actatatacc ttttccctag 46440 
tatatgttct tacctacatt tgcttcagtt tctcagggct ttatacagag agaggagata 46500 
acttcaaatt gaagcttcaa aatgacaatt atatgccatg aactattgac aaataggatt 46560 
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ttaaagcagt tgtaatgaaa tacatgaaaa tgttacaaag ttctaattta tccacagtat 46620 

tagttttata tatcatttag ttttaaagaa tttttgaaga ctgccagttt cttttttttt 46680 

tttttttaaa tatttctttt tagacatacc tttttcataa aggcatttac agtcttttac 46740 

aaattcagct gacgtgccag tttaggcctg gtgaacagct tttcagttgc ctagtcatac 46800 

tggtgcagtt gaaattatac agtggtaaga gggaacagtg atgagcagca tgttaaaatt 46860 

tgtcatacaa atgtctacca ggtggcactg atgcaggatg ctctcaaaga acaagccagg 46920 

tttttttttt tttttatatt tctaggaatt gtatagacag ggctcagaag atggctttgt 46980 

gggtaagact tgtggaaaca ggagggccag agtaccacat aaaactggtc actgctatat 47040 

ggatgtctat aacccaaatg ttggaagtca gcaacaagta aatcctggga actcactggc 47100 

cagctttgcc aaaaataatg gacttcacgt ggccccacat atacacatta aaaaaaaatg 47160 

cataagtaac ttcttgctgg tttgaaagtt gatgggaaac ttgggatgtt ttaatttgat 47220 

atttatgaat aacattggta taccagtatc tcctgctgtt gtaaagaagt ggtctaaata 47280 

gtctgccaac gtggggaact atgctgtctg cattcagagc tggatgtagc acttaataat 47340 

gtggaagagg acataaatca caccgggctc tgcggactca gctctgacca gtcttcatgt 47400 

gtgggtgggg tctgaggtga ggctagttca cgggataagt tgttatcaca ggaagaagtg 47460 

accttcgctt taggaaagaa aatagtgtga cgaccaaggc attatggttt aaaaaatgtt 47520 

ttaaaatgat tcataactta tttctagctt taacataggg agcagtggga aggtgaccaa 47580 

aattaggtat gctctctgat ggaatcagag taatacattg cttgaagtgg acatgattcg 47640 
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tcatctaatc tatagagttg gaaacttgac tcagagaatt gaaatgcttt ttttgcaagc 47700 
ttacttagct agaaaatagc caatcttcta atgcttacct gagcttaacc tactctgcta 47760 
ttttaggaag ctcagatagg ctaatctggt gttgatgcag agaaaacagg cttgcacact 47820 
gatagagtat ctcagtgtgc aaataataac agatacttaa ctaacaagag tgagtgatca 47880 
ggaggcacat ttgggccata ctgcaaaggt agtagtggag atagggttgt ctcagaggac 47940 
actgtgctag gaaataatag gattagttag gtatggtgaa tgtcatcttt gaaataatca 48000 
aatgatcatc cccaaattgt tatcttgtta aatttaacac ttcccacaca ctatagcata 48060 
caagagagca tgaaaataga gagtaaatat taccctttat ttattggtat tgccactgta 48120 
ctttaagcag ctattttaca tgctaatatt taacatttga catttttcca taaagtgaat 48180 
atggaaatga gtaggatctt tggtagcaga tcctaataag actcagaaaa taattttctg 48240 
agtgatctgg aggccaagtg tcattaaaca ttttactcat taaatcctca tgattaacgt 48300 
ccatttaaaa tgagaaaaca gttttagaag attaaatttg cacacttaga ttactaagaa 48360 
aatgatagca gttaaaattt aaaatgtctt taaaacacgc ttctatcagc ttgggggttt 48420 
tggttttgtt ttattttgtt tgagatattt ctgtagccaa agttggtttt acactagtaa 48480 
caatccttct gacttagcct ctcaagtgct gggattacac gcatgaacca ccacagccag 48540 
cttactttgg atttttataa taagtgtagg cctttatagt agattgttct acactgttaa 48600 
tctcttttat agatctgtga ttgctgattg acatgtgaga atcagtgtca gttgaggatt 48660 
ttttcttttt ttcttttttt aaagggcata tttggaatct gaagttgcca tatcagagga 48720 


WO 2004/087744 


66/129 


PCT/JP2004/004385 


attggttcag aaatatagta attctgctct tggtcatgtg aacagcacaa taaaagaatt 48780 
gaggcgtctc ttcttagttg atgatttagt tgattccctg aaggtaagtt tattttgctt 48840 
ttcatttaca tgtatcagac agattggcaa tataaaattc tattttctct atccaaataa 48900 
atcataaaga tgaaatgaaa tcatatcaat gtaaatttag gtttgaaaac tcagtgtcct 48960 
gtgtttagat ttgtgtgaga actatagttt gacacttttc tccttcaggg aatactttaa 49020 
gaaagagaaa ttgagaagaa aattttgctt ttgattgtgg gtttaaaact caaaactcaa 49080 
gaaaagtggg ttgattctgt cttcggatgt aagttcatgc ttcatcatgt cagcatacga 49140 
agtgaaccca aataggtctc atagtgtact tcggcaaaaa agtatccaag gagctaaaga 49200 
gatctgcaac cctataggtg gaacaacatt atgaactaag cagtaccccg gagctcttga 49260 
ctctagctgc atatgtatca aaagatggcc tagtcggcca tcactggaaa gagaggccca 49320 
ctggacaggc aaactatatg ccccagtaca ggggaacgcc agggccaaaa aatgggagtg 49380 
ggtgggtagg ggagtggggg ggagggtgtg ggggactttt gggatagcat tggaaatgta 49440 
aacgaggaaa atacctaata aaaaaaaaaa gagtaaggca gaatgttttc ctttagaggc 49500 
gacaggtaat aaacacttca tcatttaggt gacactctac agggaagggt cttcctgggt 49560 
gaatggggct ccactacatg agactgcttt cagcatgtat atgggtatca cagattccag 49620 
ttgtttatga gtccaggata tttgtcttaa aattcaccaa aaatgtaagc agtcctcaag 49680 
tggttgtggg cgaggcatga tgacacatgc ctttaatttc accactcaga gagcaaagtc 49740 
aggggggctc tctgagaggt caaggttagg tcaaagtctt ggtatcaaat aaaataaata 49800 
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aaaatagatt gtagcactca agagtctgag tgaagtttta caggtagtat tgcctttcta 49860 
aagagagttc ctgcatgtta actttatatg tgtggttgtg tttatctatc atagtttttg 49920 
tttctatgga aaagcaatgg tgttccttct gggaatggac tcctaatttg aatttttttt 49980 
aaaggtgcta tgagcttttg actggaattg ctttgatttc tagttaataa aatggaaaca 50040 
ttttaatttc tagaaaacaa attgacataa tagacaaact ctgtagcttt gacaaoagtt 50100 
tttaaagaaa catttgcaag cagtttatct catacattat cagctctctt aggtgtcctc 50160 
agtttataga atggtagatt ctaggtccca gtatcactta catttgaaac ctctgtaaat 50220 
atttgagtca otcttgcaaa cacaatgcag caacccctcc cctgttccta ctccctttaa 50280 
acttcctttc ttctttccct ccagaatgag ggaagagttt ctttgcgttg tcatcaaaga 50340 
aataacagat tccagggctc tgccttcagt cagcacctga gatgaactga ccacatgaat 50400 
gtacctggtt tattcctggt agttgacttg ggcaaatgaa aataggatat attgtcacaa 50460 
gttctgtact aaottcctgt ctgcttgctt cotttgtttt gctcctctga aataaaattt 50520 
aagattttta atcctagaca agatttcaag tatcatctat aaagtaatca attatccatt 50580 
ttcctatttt atgggccaag tcagtcacct ttgaaataat tcttgatcca ttgagaaagt 50640 
agcttagaca ttaaatactg tctacgtttt agggctattt attcagtttt aacacattgg 50700 
gtcttaagat gggcggtggt attataggca gaggaaagta gatctctgag ttagagtgct 50760 
gcccagtcta gggtaagttc caggacagcc agagctgtac agagaaaccc tgtcttgaaa 50820 
aactaaaagc aaaaacaaaa aacaaacaaa aaaccccagc aaaaccaaac aaaataccga 50880 
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gaaaacattg ggtcttccac tgctgcagca ttgcccaggc tggctctgag caccacagat 50940 
gggtagtaca agtatcacct ggtgctgtga tagggatgtt tcttatttgg ctaaggatta 51000 
agtaagtatt tttgtgatta atctgtgtaa ggatctttgg tgaggactct tgttctaaaa 51060 
agcagttttc attcatggct gcacattgga gtcaagtgag gaggtatatt ttatataaat 51120 
ttatctggga aagtgaagga actggagttt ccattccctg aaggtctgat ttaatttatc 51180 
tgagaacatt gaatgggtga tgactgtttt agaaagctat ggcataaccc tatttgtccc 51240 
tacctccagc ctgaccgtct gtcctccccc tccctcttcc ctccctccct ccctccctcc 51300 
ctccctccct ccctcccttc ctaaatgtat atcataccta ttggggtcat ctttggcacc 51360 
cctagagaga agcttgaagc tttaacggga aagctcctac cttgtaagcc aggaatgtgc 51420 
acacaaatcc tctccctcgc cccccatgta tgtttgtgta tggagggaac gcattcttgg 51480 
atacttagga ggctgaggct gggaaccact tgaagccaga ttaacactac catctccaaa 51540 
aagttgggat cttgcccgtt gaaacaccaa gtccaaaaat ttcatctaat agggactaag 51600 
actgggcaat tttagtgagt tcttatgtat gcctgtagca aggcattggg tgctaaagac 51660 
tagattttat atgatagtag atctctgact tttagtgaaa aattgttcta gttgaagttg 51720 
cctgatatgc aattatgttt taggatatga ttttttcttt ttattggttc tttggtcaca 51780 
tcatataccc cagttccact gatttccctg ccctctggcc ttgcaaattt ccttccaaaa 51840 
taaaatttaa aataaaacaa agcatagaaa acatctcact gtgaaagcca tagcgtgccc 51900 
cacagtatac ccttttgtcc ttacatcttt acttgcaaat gctcatttca gtgagtcatt 51960 
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gcagctttgg atctgcagga ccagccctgt caagtgctcc atcaggtcat tgaggaggtc 52020 

aattttggag tgggccaact cagagcccta gttctgggct tgagtgatgt ctgagctggt 52080 

ctgttggccg ggtgagctct ctagcacctg caccaatagg gcaagctctt cagcattctc 52140 

ccagctagct cacccagtgt tgtaactggt gaggagcaga gccaactctc ctgctctcgt 52200 

gaccctgggg tcagctcttc tgactgctat aggttgtgag aaggtggagg gcatcactcc 52260 

agtgcccaag gcacctcatg gcaggcaagt ggtggggcta gctcttcagc actcatgccc 52320 

tcaggtaggc tcacccacag ccagggccag ctctactgta ccttacctaa gtgaggtaca 52380 

gagcctcagg atataatctt aagtctgggc agagggtcct gcactctaaa aatagctgat 52440 

gcaaaagaac attcaaaggc tcttatgctg ctgtgttaac atgtacattt cagtatgtat 52500 

gttttctgac atgtttcgtt gacttagaaa aaaattgaag gaaaatgtag aaacagtcaa 52560 

gggaatacta gaaaatgggt taatgtttct agaaaaggta aaataataat tttcattgtt 52620 

ttcaagtttt taagtagcca aaattgtcaa agtatctgaa aatctattgt gtgcccctct 52680 

attttcctta aatatgtgtc tttcaccaaa taaagctcta cagagttttt aataaggcgt 52740 

gtttaaactt tattccctta tactcgtgga gaaaaggcaa tgccctctcc ccatgtgtat 52800 

tgcatttcca tacacttggc ttgttgcagt cctagtactg tcaatagaga acatgacaga 52860 

caagcttgtt ctcagacact ggccatagct gagaaatcct tttcagagat ctacacccag 52920 

gcataacctt gatttgtgac ttagatgaag aaaaaacttt cagggtgagg tgataggaag 52980 

tacaatttat taaaattaag gccaagtggc cagaaaggaa gtgctttctt ttctcccatt 53040 
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gttgaaagct agaccgtgac tagaagtaga agggcagtgt gtccttcctt cccatgctct 53100 

ctgttctgag ggaaggcagt tctgctctat catggcttct aaagaaagtg aatcaactcc 53160 

catttttggt ccttaggttt ctgaagtaag acaataaata aagactgact ttactgggtt 53220 

ttcaaggtct gtgcctgtta gactggcatt taaatgtata tgtttcagaa gaaagtttaa 53280 

ttttgcttat catgggctct tgtttgatta cagtttgcag tgttgatgtg ggtatttact 53340 

tacgttggtg ccttgttcaa tggtttgaca ctactgattt taggtaagtc tacaaaaaga 53400 

ttgacaagca cttagggaca tttttagaga atatctttat tgtaagaaaa aaaaataaaa 53460 

atgtgagatt gggagatgtt taagtagctg atactgtttt attgaaatgc tatgttagct 53520 

cctgaagact actccagcta acagctgcct taggtgcact cttgagctta aattggggaa 53580 

gctgtatttt atagaatctc tgtgatgtga tttgaagcta agcatggttc cttcagcaca 53640 

tgcaggagaa tgtgagcatt tcccaggcct caggagaatg tcaacattta tgtaggcttt 53700 

aagagtactg tctggttacc ttgattacta ttggcttgat agtatgatgt tgactcctag 53760 

aatggtacca gtcttctttt tttttttttt tttttttaat ttatttttaa agctctgtgt 53820 

ttactttttc agctctgatc tcactcttca gtattcctgt tatatatgaa cggcatcagg 53880 

taatttctta actgtggaga ttgcagaata tagagctcac tcttattata aaggacttag 53940 

agctagtctt tagtttgttg gtatgtagta ctgattgata ttctttggca atattaattt 54000 

tataatgctt ttatcctctt ttctcaggcg cagatagatc attatctagg acttgcaaac 54060 

aagagcgtta aggatgccat ggccaagtga gtatgccctg cagccttctt accaagggcg 54120 
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agaccatcat ccggcagtgt ccttotgagg ccagcattaa ctctttttaa tgcttttttt 54180 
taaaaaacat taggcaaagg tggaaaatta gtttgtattt tggtagcttt atgattctct 54240 
aaataatata cagcataacg ttttttaaag aagtgggaaa caaacacaaa atttgacatt 54300 
tttctttttt catttgtaga atccaagcaa aaatccctgg attgaagcgc aaagcagaat 54360 
gaaaaggccc caaacagtag acattcatct ttaaagggga cactcccttg gttacggggt 54420 
gggcgggtca ggggtgagcc ctgggtggcc gtgcagtttc agttattttt agcagtgcac 54480 
tgtttgagga aaaattacct gtcttgactt octgtgttta tcatcttaag tattgtaagc 54540 
tgctgtgtat ggatctcatt gtagtcatac ttgttttccc cagatgaggc acttggtgaa 54600 
taaaggatgc tgggaaaact gtgtgttata ttctgttgca ggtagtctgg ctgtatttgg 54660 
aaagttgcaa agaaggtaga tttgggggca ggaaaaacaa cccttttcac agtgtactgt 54720 
gtttggttgg tgtaaaactg atgcagattt ttctgaaatg agatgtttag atgagcatac 54780 
tactaaagca gagtggaaaa atctgtcttt atggtatgtt ctaggtgtat tgtgatttac 54840 
tgttagattg ccaatataag taaatataga cataatctat atatagtgtt tcacaaa'gct 54900 
tagatcttta accttgcagc tgccccacag tgcttgacct ctgagtcatt ggttatacag 54960 
tgtagtccca agcacataaa ctaggaagag aatgtatttg taggagcgct accacctgtt 55020 
ttcaagagaa catagaactc oaacgtaacc gtcatttcaa agatttactg tatgtatagt 55080 
tgattttgtg gactgaattt aatgcttcca aatgtttgca gttaccaaac attgttatgc 55140 
aagaaatcat aaaatgaaga cttataccat tgtgtttaag ctgtattgaa ttatctgtgg 55200 


WO 2004/087744 72/129 PCT/JP2004/004385 

aatgcattgt gaactgtaaa gcaaagtatc aataaagctt atagacttaa aacctttgtg 55260 
tttagtgttt tagtttcatg aatgcacagc aaaaacacgg tggtaggctt agagagtgga 55320 
cacatggtaa catgctttta gaaaggtttt agttcatgaa acagcttaag aacaaagaat 55380 
atatttacat agtgagattt atttgactca taaoaaaagg ttttaaatta ttttatactt 55440 
tgaaaataaa ttcatgcacc aatattttaa cagaatacag tgcaagattt atgaatatac 55500 
ataaaattac accatataaa ttttacaaat aagactttca aagtctttat aacagacact 55560 
attgctcttc aaatatatac atatatcatt gattagtcag ttgttcatcc acatggttac 55620 
•ttaatgcaag atctgtotga atgaaatgtc agtagtacaa gacaggcaga cacagtgatc 55680 
actcagcatc accaggtaca gaaaacagaa tcagggctgc atagggctct actgaggacc 55740 
cagcaacctg ctagtgggtt gatgtaaggc attaataagt tggcgtgtaa aatagcttaa 55800 
tgtgtaatct aattctttta gaatgctgaa gcacttctgt ggtaaatgtt gataatctat 55860 
tctttaactg aaaatgctta tttcaacctt tctctaaaat ggcaaottca tataactaga 55920 
aactcaaggt ctagaatttt agtgcacaga ctggaaggac tcggtggtgt gtgtactcac 55980 
gactccaact cccatcagcc ttottaacta atagtcgtca agtcacattc tgtccgacaa 56040 
ctgactggag aaactcaaat actccttaca gtggggaata tgttcaagag gtttttaaaa 56100 
atctgaattt accctgcatt aatcatctga aatgagcaga gccaagccag tcctacccaa 56160 
gagggtgtaa actaaacagc aagacagctc actcgtcaca ctggagcttt ccctgctttc 56220 
cgtgttgcta ctttctgtgg agctggactc ttctttgctg ctcaccttat aactgctttc 56280 
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ctagagcagg acatagtggt gaatttgcta atcccatagc cctcctcagt tttgaagttt 56340 
tagcaccatg tgaaggaaga agacgacatg ggaggtgagg cagcagccca cacaactggg 56400 
aactttgaag gcacttaatg gatataaaac tgcaaatgaa acttttaaaa attaacattt 56460 
taaaacttgt ttatacatgg ctcatttagt tttgaaagct aaatgtggca aacagggtat 56520 
ttctgtactt aagtgcttcc aacttacatt gtgtccagtg aacattctta aaatacatag 56580 
aaacagaata gcaaaacacc tttgtaaaag tcttaatgca aattaaacgc tacatattgg 56640 
ttagggtaat tgaggatgta aattttatct gtgggctaca tcatcccaat tttgccgtta 56700 
gtgaagttac aataagtata ggttttagtc tccagaacag aagcaaacag tcttagtatt 56760 
cattcttggc atcaccatct tgcaaagttc agattatgag agtcctacaa datctctgtt 56820 
cagagcttgt gtgtcccaca gcagttggcg tcgaggaggt gcccctgcac tgcctacaag 56880 
tagcttggga gaagcagcca tagtgcacgg ggttccagtg tttacagaca tcgccacaca 56940 
aatacactga aaggcaaacg acatttttgt gtggtcagat actataatgc tgccaagtgt 57000 
tccagactga aaagtgtaaa cccattgcag cctactctcc ttccccgtca tcacttgggc 57060 
tttttttgtt tttttttaag gttttttttt gggggggttg gggtgaataa ggttttacta 57120 
tgtagtctga ggattataga tgtgagccac. catgtctggt ttactgttct tttttggaac 57180 
agttctttga tgtgtgtctc ccttagactc cttttgctgc tttgagcatt tgtgcataat 57240 
gaagtcactg gagacttggc agcccaacct cacactatct gtcctgtgac tattgaagag 57300 
ggttgagtgt gtttgaatgg agcccttttt acatgttata caccatgtcc tcaaggcctt 57360 
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atgcttttaa gttactttaa gtcttgtttg taaacagaag tcactttgta tttcctgcac 57420 
tgggctggcc agttcgttta ggccttttct tcccaacttg ttctgtttgg ctggtactgt 57480 
ttggaatgaa tgttcattat tccaaaggaa ctggtgtaag taagtactac cccaagcaat 57540 
aatccccgca atagctagca cagtgagctg gaggtggctc agcaggcagg ccatcacggc 57600 
gcactgtgtt ctttataggt gcctctctta caatttgact cagatcacta aaaacatcaa 57660 
aatttatttg taatagttta aaattaattt tgtgcctgta cacatacacg tgcaagctca 57720 
atttcaaggg tgggttctct gcactcaggt tatcaggctt gctagacccg ttttactttt 57780 
tcagctaccc ctgagttttt attaaacaaa aacaatattt ggtaatgtaa taaaaccttt 57840 
aaatatattg aaattgagtt atagaatgac ctggtcctgt cctctccata tgctaggaaa 57900 
ccctctccta cctcagaaag aggcttgcag acctatgggt taggttggaa gggttccttc 57960 
cttctaaaac aatggcttcc aaaccatgct tcaggccaaa taacctgcat atttcacctg 58020 
acggccaaaa gctgccttgg ctctttgtcc aaatagctcc ttggacttgg gccatggact 58080 
ggccctaaga ctcagcatct cccgtttctc atggcaactc atttgcctcc actatttctt 58140 
agtgtcacta aaggctccat gttattagca tctttaaact taagaagatg ttattagcat 58200 
cattaagcta ggctggcaat tctcaaggac aaatgggtga aggttgattt aacctgattc 58260 
tcagtgattg tttctactaa agttagccat tccagatttc ttaccctgtg cctctcgccc 58320 
cccagcaatg tttagctgtc atagaacctg agctcagcca atcccaggag agccctagag 58380 
gggacacggg cctgccaaaa tttgttgaga acgccaacaa cagaatatgg taggaaattt 58440 
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ttggttttcc cctaaaaact cgtgaaattt ctttcttatt gttccatatc agacccttcc 58500 
tgtgtccctg gcagagcctg gcccacagga caccccaact agcagaactg cccgaggagc 58560 
caaccaaatt aatctggtac aacctgcagt cgtctcctcc tgtgctgacc acatacttgt 58620 
catcggaaga gaagcggatg ttcgtcacat gagcagagtg accaaagtaa cgtttgtgct 58680 
tggcctgtga ggaaaagcaa acgcagcggc tgagcacatg ttgaccccag taacttgttg 58740 
ggttattgat ccaccagctg ccccacttcc agaagccccc actgctctgt gtgcagaagg 58800 
ccttgatgag aagggtgcct gccgtggcct tgcactttcc cttactctta aggctgtaga 58860 
cttctctccc ctgatgccca ggctcaagtc tcaacagtaa gcactgcact ttccaggtgc 58920 
atcaatcagc cacccttgct gatttccctg cctgatttct tccccaactt tgtggccatt 58980 
tgtccattca ccaggggcaa gccaaagccc catggggctg gatccatgat aactgaaggt 59040 
catctatatg actgtatagg agcatggtcc ggagacagct caggaggact cacgaatttt 59100 
tctgtgcatg gaaaatcaaa gagcttcagc agcccgaagt catcccctgt gacaatgttc 59160 
aagccagcat gggtcacaca tgcacagttg acatcagcct tgtctgcgtt tcgtggccag 59220 
attccaatga cttcatctcc gagaacactg ttccaagagg aaaaggtatt aggaagatgg 59280 
gacatagttt cctagggttg ttgtcccctc ctaaggtaaa aagtagatag gaattgtagg 59340 
tcatttggtc acgtgggcac accctgctct gcattttcac caccaggcac agcccttccc 59400 
caactcccct acattccaga aagaaaactt ttattttatt ttttcttcct tatagttcca 59460 
ctgaatatgt atgttggcaa ggacagagtt cctgtacctt ttatctttag gttactagaa 59520 
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gcttcattgt tgctgggctt ggcaaaacat ttgaacttgc tgaatgtggc ttggggttgg 59580 
tacgaatgat taaacaaaaa gaaagccctg atcgcataaa atcctcccct aagccagtgt 59640 
ctagcagctt tgcatcctcc cccactgaga aaagacagtt tcatctcagc tcttcctatc 59700 
ctggccatca caaacccaga ggcagagctg gggcctcttc ctcaaccaga gttctcttca 59760 
tttaccttgt ccaggaagcc caggtgatct tctcaacaac catggcttca gttacttgct 59820 
tccccagggg aacttcatgt acttggcgct tataggctcc tgttgacacc tgcaagagga 59880 
gaggaactga gtccatctgc ttcctcagtt ccacagactc tcttggctgt ctttcccaac 59940 
actaactctg ccccagttac gcttttcttt aaatccaaac tcagctcctg gctacaaagc 60000 
caataaacag tccgttgccc cacagcccat gctaaaattc ataggtaggg tgtgttctac 60060 
ctccccaacc cctgtcaaca cacaacagcc tatgttaaaa ttcagagtat cttctatcca 60120 
tttctacccc caccacgagg gatggtgaac atgtcaagtg ccctcttgga gtctcctaaa 60180 
ggaaactggc cactgttttc acattaaagg acacttgcca gtgtcttaca tcctaggtct 60240 
cttctctccc catggggatg gtgtctctac ccatgtcacc agggttttcc ttgagttcat 60300 
ggaaagatcc taaatctttc ccacctcagg ttttcaatgc agatggcttg ggacagaaat 60360 
cctgccccct ttgttaactc cctcctacag ggcagacatt gctcagccta acgaatgctt 60420 
ttttagaagg gaggcaggtc taagttgagt gcctcttcag atgctgcctg acaagctaca 60480 
ctttgccttg actgtcagtc cttgccttct ccatggaagt gtgataagct ccagaagaaa 60540 
tgaacatact atatctatcc aaaagcctgc ctagctgagg ctttgttgga tacatttgaa 60600 
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aaatgaatat aagtt 60615 


<210> 10 

<211> 1162 

<212> PRT 

<213> Mus musculus 

<400> 10 

Met Glu Asp I le Asp 6 In Ser Ser Leu Val Ser Ser Ser Ala Asp Ser 
15 10 15 


Pro Pro Arg Pro Pro Pro Ala Phe Lys Tyr Gin Phe Val Thr Glu Pro 
20 25 30 


Glu Asp Glu Glu Asp Glu Glu Asp Glu Glu Glu Glu Glu Asp Asp Glu 
35 40 45 


Asp Leu Glu Glu Leu Glu Val Leu Glu Arg Lys Pro Ala Ala Gly Leu 
50 55 60 


Ser Ala Ala Pro Val Pro Pro Ala Ala Ala Pro Leu Leu Asp Phe Ser 
65 70 75 80 


Ser Asp Ser Val Pro Pro Ala Pro Arg Gly Pro Leu Pro Ala Ala Pro 
85 90 95 


Pro Thr Ala Pro Glu Arg Gin Pro Ser Trp Glu Arg Ser Pro Ala Ala 
100 105 110 
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Ser Ala Pro Ser Leu Pro Pro Ala Ala Ala Val Leu Pro Ser Lys Leu 
115 120 125 


Pro Glu Asp Asp Glu Pro Pro Ala Arg Pro Pro Ala Pro Ala Gly Ala 
130 135 140 


Ser Pro Leu Ala Glu Pro Ala Ala Pro Pro Ser Thr Pro Ala Ala Pro 
145 150 155 160 


Lys Arg Arg Gly Ser Gly Ser Val Asp Glu Thr Leu Phe Ala Leu Pro 
165 170 175 


Ala Ala Ser Glu Pro Val Me Pro Ser Ser Ala Glu Lys lie Met Asp 
180 185 190 


Leu Lys Glu Gin Pro Gly Asn Thr Val Ser Ser Gly Gin Glu Asp Phe 
195 200 205 


Pro Ser Val Leu Phe Glu Thr Ala Ala Ser Leu Pro Ser Leu Ser Pro 
210 215 220 


Leu Ser Thr Val Ser Phe Lys Glu His Gly Tyr Leu Gly Asn Leu Ser 
225 230 235 240 


Ala Val Ala Ser Thr Glu Gly Thr lie Glu Glu Thr Leu Asn Glu Ala 
245 250 255 
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Ser Arg Glu Leu Pro Glu Arg Ala Thr Asn Pro Phe Val Asn Arg Glu 
260 265 270 


Ser Ala Glu Phe Ser Val Leu Glu Tyr Ser Glu Met Gly Ser Ser Phe 
275 280 285 


Asn Gly Ser Pro Lys Gly Glu Ser Ala Met Leu Val Glu Asn Thr Lys 
290 295 300 


Glu Glu Val I le Val Arg Ser Lys Asp Lys Glu Asp Leu Val Cys Ser 
305 310 315 320 


Ala Ala Leu His Asn Pro Gin Glu Ser Pro Ala Thr Leu Thr Lys Val 
325 330 335 


Val Lys Glu Asp Gly Val Met Ser Pro Glu Lys Thr Met Asp Me Phe 
340 345 350 


Asn Glu Met Lys Met Ser Val Val Ala Pro Val Arg Glu Glu Tyr Ala 
355 360 365 


Asp Phe Lys Pro Phe Glu Gin Ala Trp Glu Val Lys Asp Thr Tyr Glu 
370 375 380 


Gly Ser Arg Asp Val Leu Ala Ala Arg Ala Asn Met Glu Ser Lys Val 
385 390 395 400 


WO 2004/087744 


80/129 


PCT/JP2004/004385 


Asp Lys Lys Cys Phe GIu Asp Ser Leu Glu Gin Lys Gly His Gly Lys 
405 410 415 


Asp Ser Glu Ser Arg Asn Glu Asn Ala Ser Phe Pro Arg Thr Pro Glu 
420 425 430 


Leu Val Lys Asp Gly Ser Arg Ala Tyr lie Thr Cys Asp Ser Phe Ser 
435 440 445 


Ser Ala Thr Glu Ser Thr Ala Ala Asn lie Phe Pro Val Leu Glu Asp 
450 455 460 


His Thr Ser Glu Asn Lys Thr Asp Glu Lys Lys lie Glu Glu Arg Lys 
465 470 475 480 


Ala Gin lie lie Thr Glu Lys Thr Ser Pro Lys Thr Ser Asn Pro Phe 
485 490 495 


Leu Val Ala lie His Asp Ser Glu Ala Asp Tyr Val Thr Thr Asp Asn 
500 505 510 


Leu Ser Lys Val Thr Glu Ala Val Val Ala Thr Met Pro Glu Gly Leu 
515 520 525 


Thr Pro Asp Leu Val Gin Glu Ala Cys Glu Ser Glu Leu Asn Glu Ala 
530 535 540 
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Thr Gly Thr Lys He Ala Tyr Glu Thr Lys Val Asp Leu Val Gin Thr 
545 550 555 560 


Ser Glu Ala lie Gin Glu Ser lie Tyr Pro Thr Ala Gin Leu Cys Pro 
565 570 575 


Ser Phe Glu Glu Ala Glu Ala Thr Pro Ser Pro Val Leu Pro Asp lie 
580 585 590 


Val Met Glu Ala Pro Leu Asn Ser Leu Leu Pro Ser Thr Gly Ala Ser 
595 600 605 


Val Ala Gin Pro Ser Ala Ser Pro Leu Glu Val Pro Ser Pro Val Ser 
610 615 620 


Tyr Asp Gly I le Lys Leu Glu Pro Glu Asn Pro Pro Pro Tyr Glu Glu 
625 630 635 640 


Ala Met Ser Val Ala Leu Lys Thr Ser Asp Ser Lys Glu Glu lie Lys 
645 650 655 


Glu Pro Glu Ser Phe Asn Ala Ala Ala Gin Glu Ala Glu Ala Pro Tyr 
660 665 670 


lie Ser lie Ala Cys Asp Leu lie Lys Glu Thr Lys Leu Ser Thr Glu 
675 680 685 
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Pro Ser Pro Glu Phe Ser Asn Tyr Ser Glu Me Ala Lys Phe Glu Lys 
690 695 700 


Ser Val Pro Asp His Cys Glu Leu Val Asp Asp Ser Ser Pro Glu Ser 
705 710 715 720 


Glu Pro Val Asp Leu Phe Ser Asp Asp Ser I le Pro Glu Val Pro Gin 
725 730 735 


Thr Gin Glu Glu Ala Val Met Leu Met Lys Glu Ser Leu Thr Glu Val 
740 745 750 


Ser Glu Thr Val Thr Gin His Lys His Lys Glu Arg Leu Ser Ala Ser 
755 760 765 


Pro Gin Glu Val Gly Lys Pro Tyr Leu Glu Ser Phe Gin Pro Asn Leu 
770 775 780 


His lie Thr Lys Asp Ala Ala Ser Asn Glu lie Pro Thr Leu Thr Lys 
785 790 795 800 


Lys Glu Thr Me Ser Leu Gin Met Glu Glu Phe Asn Thr Ala Me Tyr 
805 810 815 


Ser Asn Asp Asp Leu Leu Ser Ser Lys Glu Asp Lys Met Lys Glu Ser 
820 825 830 
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Glu Thr Phe Ser Asp Ser Ser Pro lie Glu lie I le Asp Glu Phe Pro 
835 840 845 


Thr Phe Val Ser Ala Lys Asp Asp Ser Pro Lys Glu Tyr Thr Asp Leu 
850 855 860 


Glu Val Ser Asn Lys Ser Glu I le Ala Asn Val Gin Ser Gly Ala Asn 
865 870 875 880 


Ser Leu Pro Cys Ser Glu Leu Pro Cys Asp Leu Ser Phe Lys Asn Thr 
885 890 895 


Tyr Pro Lys Asp Glu Ala His Val Ser Asp Glu Phe Ser Lys Ser Arg 
900 905 910 


Ser Ser Val Ser Lys Val Pro Leu Leu Leu Pro Asn Val Ser Ala Leu 
915 920 925 


Glu Ser Gin I le Glu Met Gly Asn I le Val Lys Pro Lys Val Leu Thr 
930 935 940 


Lys Glu Ala Glu Glu Lys Leu Pro Ser Asp Thr Glu Lys Glu Asp Arg 
945 950 955 960 


Ser Leu Thr Ala Val Leu Ser Ala Glu Leu Asn Lys Thr Ser Val Val 
965 970 975 
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Asp Leu Leu Tyr Trp Arg Asp Me Lys Lys Thr Gly Val Vai Phe Gly 
980 985 990 


Ala Ser Leu Phe Leu Leu Leu Ser Leu Thr Val Phe Ser lie Val Ser 
995 1000 1005 


Val Thr Ala Tyr lie Ala Leu Ala Leu Leu Ser Val Thr Me Ser 
1010 1015 1020 


Phe Arg Me Tyr Lys Gly Val I le Gin Ala I le Gin Lys Ser Asp 
1025 1030 1035 


Glu Gly His Pro Phe Arg Ala Tyr Leu Glu Ser Glu Val Ala Me 
1040 1045 1050 


Ser Glu Glu Leu Val Gin Lys Tyr Ser Asn Ser Ala Leu Gly His 
1055 1060 1065 


Val Asn Ser Thr Me Lys Glu Leu Arg Arg Leu Phe Leu Val Asp 
1070 1075 1080 


Asp Leu Val Asp Ser Leu Lys Phe Ala Val Leu Met Trp Val Phe 
1085 1090 1095 


Thr Tyr Val Gly Ala Leu Phe Asn Gly Leu Thr Leu Leu Me Leu 
MOO 11Q5 1110 
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Ala Leu lie Ser Leu Phe Ser lie Pro Val lie Tyr GIu Arg His 
1115 1120 1125 


Gin Ala Gin I le Asp His Tyr Leu Gly Leu Ala Asn Lys Ser Val 
1130 1135 1140 


Lys Asp Ala Met Ala Lys lie Gin Ala Lys He Pro Gly Leu Lys 
1145 1150 1155 


Arg Lys Ala GIu 
1160 


<210> 11 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<400> 11 

atggctgcca tccggaagaa actggtgatt gttggtgatg gagcctgtgg aaagacatgc 60 

ttgctcatag tcttcagcaa ggaccagttc ccagaggtgt atgtgcccac agtgtttgag 120 

aactatgtgg cagatatcga ggtggatgga aagcaggtag agttggcttt gtgggacaca 180 

gctgggcagg aagattatga tcgcctgagg cccctctcct acccagatac cgatgttata 240 

ctgatgtgtt tttccatcga cagccctgat agtttagaaa acatcccaga aaagtggacc 300 

ccagaagtca agcatttctg tcccaacgtg cccatcatcc tggttgggaa taagaaggat 360 
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cttcggaatg atgagcacac aaggcgggag ctagccaaga tgaagcagga gccggtgaaa 420 

cctgaagaag gcagagatat ggcaaacagg attggcgctt ttgggtacat ggagtgttca 480 

gcaaagacca aagatggagt gagagaggtt tttgaaatgg ctacgagagc tgctctgcaa 540 

gctagacgtg ggaagaaaaa atctggttgc cttgtcttgt ga . 582 


<210> 12 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Ala lie Arg Lys Lys Leu Val lie Val Gly Asp Gly Ala Cys 
15 10 15 


Gly Lys Thr Cys Leu Leu I le Val Phe Ser Lys Asp Gin Phe Pro Glu 
20 25 30 


Val Tyr Val Pro Thr Val Phe Glu Asn Tyr Val Ala Asp lie Glu Val 
35 40 45 


Asp Gly Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu 
50 55 60 


Asp Tyr Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Val lie 
65 70 75 80 
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Leu Met Cys Phe Ser I le Asp Ser Pro Asp Ser Leu Glu Asn lie Pro 
85 90 95 


Glu Lys Trp Thr Pro Glu Val Lys His Phe Cys Pro Asn Val Pro Me 
100 105 110 


I le Leu Val Gly Asn Lys Lys Asp Leu Arg Asn Asp Glu His Thr Arg 
115 120 125 


Arg Glu Leu Ala Lys Met Lys Gin Glu Pro Val Lys Pro Glu Glu Gly 
130 135 140 


Arg Asp Met Ala Asn Arg Me Gly Ala Phe Gly Tyr Met Glu Cys Ser 
145 150 155 160 


Ala Lys Thr Lys Asp Gly Val Arg Glu Val Phe Glu Met Ala Thr Arg 
165 170 175 


Ala Ala Leu Gin Ala Arg Arg Gly Lys Lys Lys Ser Gly Cys Leu Val 
180 185 190 


Leu 


<210> 13 

<211> 1145 

<212> DNA 

<213> Mus musculus 
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<400> 13 

atgtccaatc ctggtgatgt ccgacctgtt ccgcacagga gcaaagtgtg ccgttgtctc 60 

ttcggtcccg tggacagtga gcagttgcgc cgtgattgcg atgcgctcat ggcgggctgt 120 

ctccaggagg cccgagaacg gtggaacttt gacttcgtca cggagacgcc gctggagggc . 180 

aactttgtct gggagcgcgt tcggagccta gggctgccca aggtctacct gagocctggg 240 

tcccgcagcc gtgacgacct gggaggggac aagaggccca gtacttcctc tgccctgctg 300 

caggggccag ctccagagga ccacgtggcc ttgtcgctgt cttgcactct ggtgtctgag 360 

cggcctgaag attccccggg tgggcccgga acatctcagg gccgaaaacg gaggcagacc 420 

agcctgacag gtaaggacag agaagagaag gagaaagatc ctgcaagagg cctggagagg 480 

agaggccacc atttgaggat ggcctttaca gagaacattc oagcccttcc ccaccaccaa 540 

gccattccat aggcgtggga cctcgtgggg ctcagaggaa cagttgatcc aggcattttt 600 

ctctgcagtg accgaaatgc ccaggatagt gtggtgattg gcagtagagc tctaagaagg 660 

gagccgggct gaagagatgg ctcagcactt actcttgctg agggcctgag ttcgattccc 720 

agcaccggaa atgacaactt cctataacta actctgggcg ttgggggato taccctctct 780 

agagccctgt ccctctgacc aggaggtgtt gtgccctgtg gctgtggctt ttccccacga 840 

tgagccacat gtcccttaga ctctggggaa tgatgtcctt ccccttggca tctggcctga 900 

catctgttct ctctccacag atttctatca ctccaagcgc agattggtct tctgcaagag 960 

aaaaccctga agtgcccacg ggagccocgc cctcttctgc tgtgggtcag gaggcctctt 1020 
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ccccatcttc ggccttagoc ctcactctgt gtgtottaat tattatttgt gttttaattt T080 
aaacgtctcc tgatatacgc tgcctgccct ctcccagtct ccaaacttaa agttatttaa 1140 

1145 


aaaaa 


<210> 14 

<211> 159 

<212> PRT 

•<213> Mus musculus 

<400> 14 

Met Ser Asn Pro Gly Asp Val Arg Pro Val Pro His Arg Ser Lys Val 
1 5 10 15 


Cys Arg Cys Leu Phe Gly Pro Val Asp Ser Glu Gin Leu Arg Arg Asp 
20 25 30 


Cys Asp Ala Leu Met Ala Gly Cys Leu Gin Glu Ala Arg Glu Arg Trp 
35 40 45 


Asn Phe Asp Phe Val Thr Glu Thr Pro Leu Glu Gly Asn Phe Val Trp 
50 55 60 


Glu Arg Val Arg Ser Leu Gly Leu Pro Lys Val Tyr Leu Ser Pro Gly 
65 70 75 80 


Ser Arg Ser Arg Asp Asp Leu Gly Gly Asp Lys Arg Pro Ser Thr Ser 
85 90 95 
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Ser Ala Leu Leu Gin Gly Pro Ala Pro Glu Asp His Val Ala Leu Ser 
100 105 no 


Leu Ser Cys Thr Leu Val Ser Glu Arg Pro Glu Asp Ser Pro Gly Gly 
115 120 125 


Pro Gly Thr Ser Gin Gly Arg Lys Arg Arg Gin Thr Ser Leu Thr Asp 
130 135 140 


Phe Tyr His Ser Lys Arg Arg Leu Val Phe Cys Lys Arg Lys Pro 
145 150 155 


<210> 15 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Artificial Sequence 

<400> 15 

Gly Gly Trp Lys Trp Trp Pro Gly Me Phe 
1 .5 10 


<210> 16 

<211> 3259 

<212> DNA 

<213> Rattus norvegicus 
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<400> 16 

cagctccggc gggcagcagg cgctggagcg catcgcagtt cagctcagcg cagcaccatc 60 

ggtctgcgga gcggactgag ctagaagcgg agcgctgacg ccggaggcgt gcaatgagga 120 

gggcaggtgc tgcctgcagc gccatggacc ggctgcgcct gctgctgctg ctgattctag . 180 

gggtgtcctc tggaggtgcc aaggagacat gttccacagg cctgtacacc cacagcggag 240 

agtgctgcaa agcctgcaac ttgggcgaag gcgtggccca gccctgcgga gccaaccaga 300 

ccgtgtgtga accctgcctg gacaatgtta cattctccga tgtggtgagc gccactgagc 360 

cgtgcaagcc gtgcaccgag tgcctgggcc tgcagagcat gtccgctccc tgtgtggagg 420 

cagacgatgc agtgtgcaga tgtgcctatg gctactacca ggacgaggag actggccact 480 

gtgaggcttg cagcgtgtgc gaggtgggct cgggactcgt gttctcctgc caggacaaac 540 

agaacacagt gtgtgaagag tgcccagagg gcacatactc agacgaagcc aaccacgtgg 600 

acccgtgcct accctgcacg gtgtgcgagg acactgagcg ccagttacgc gagtgcacgc 660 

cctgggctga tgctgaatgc gaagagatcc ctggtcgatg gatcccaagg tctacgcccc 720 

cggagggctc cgacagcaca gcgcccagca cccaggagcc tgaggttcct ccagagcaag 780 

accttgtacc cagtacagtg gcggatatgg tgaccactgt gatgggcagc tcccagcctg 840 

tagtgacccg cggcaccacc gacaacctca ttcctgtcta ttgctccatc ttggctgctg 900 

tggtcgtggg ccttgtggcc tatattgctt tcaagaggtg gaacagctgc aaacaaaata 960 

aacaaggcgc caacagccgc cccgtgaacc agacgccccc accggaggga gagaaactgc 1020 
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acagcgacag tggcatctct gtggacagcc agagcctgca cgaccagcag acccatacgc 1080 

agactgcctc aggccaggcc ctcaagggtg atggcaacct ctacagtagc ctgcccctga 1140 

ccaagcgtga ggaggtagag aaactgctca acggggatac ctggcgacat ctggcaggcg 1200 

agctgggtta ccagcctgaa catatagact cctttaccca cgaggcctgc ccagtgcgag . 1260 

ccctgctggc cagctggggt gcccaggaca gtgcaacgct tgatgccctt ttagccgccc 1320 

tgcgacgcat ccagagagct gacattgtgg agagtctatg cagcgagtcc actgccacat 1380 

ccccagtgtg aactcacaga ctgggagccc ctgtcctgtc ccacattccg acgactgatg 1440 

ttctagccag cccccacaga gctgccccct ctccctcggg gatggcccaa cggtcagaac 1500 

ggagcatctc tgtgcagggc ctctgtgttc ccactcctga ctccgttgct gctcccgagg 1560 

gggcccttgc ttctgaccac cctctcctca gcaagagaga gagagaggac cacccgagcc 1620 

tgacttgctc catttccatc tcaggccttt ccttcctttc tacacattag ctgtgtcaga 1680 

tctgggggtt tgacactagg agaagggagc gggggcaccc ctaagactca ggaggtactg 1740 

aagaaccaga gccatggact ccacactgtg aaccggagaa caaggggcgg ggcattgtgg 1800 

taggctagac cttccttagc ccctcccttc tcccctctgg ccaaagaaga ggattacgga 1860 

cctatctgag ctgaaagcag gtttggaaccf cagcccacac ttctctctca cacacaggat 1920 

ggtaaaaccc agagaaaggc agggactgac ctaggccacc caaccacagg aagaacaaat 1980 

gaaggctgat acactccgtt tctgaatgag ggcgtcaagt gtgcttgttg acagggatgg 2040 

cgtgactttc agggaaatat ctggaagcca tgtctgcccc gccctcaacc acttccaggc 2100 
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ccctacccaa cccttgtgca gatgaactgt ttgttcaagg gctggtccat tggtctattc 2160 
tgatggagtc aagctaaggg otoaggctta tccataaggc atttgtggag agatgaatct 2220 

gttagtgcgc tcattcttgg cataagcctg aagccaacac ggcccttaat gtcagccctc 2280 

ggggtcagga accaaggact cccaccccac aatccaacac tatactacat tacacacaca 2340 

cacacacaca cacacacaca cacacacaca cacacacaga tatcttgctt ttctccccat 2400 

ggctcttttg gggctgagac tagatcctgc tgggagtcac tgccagtgag agatccggag 2460 

gggacagagc tgagcttcat ggggctgtct tcctcgcccc cgggtctggc aggccaagaa 2520 

tgactgcatc tgagctggtg tctgtcttco aatggcctgt gcgtggagga aatgctccca 2580 

ctcctcccct tcttgaagct goccccagaa gactacagtg caaaagagca gactggtgtg 2640 

agaacacaag aaaaagcaga tgctggccct gcagtctgtg gcagctttct cctcagcttc 2700 

aaggoccctg caaaggacgg atttcctgag cacggccagg aaggggcaag agggttcggt 2760 

tcagtggcgc tttctcccgg ctccttggcc tgttctgttt tgcttgctgt tggaatgagt 2820 

gggcaccccc tctatttagc atgaaggagc cccaggcagg gtatgcacag actgaccacc 2880 

atccctccco acccagggtc cacccaaccc ggtgaagaga ccaggagcat tgtacgcata 2940 

cgogggtggt atttttatgg accccaatct gcaattccca gacacctggg aagtgggaca 3000 

ttctttgtgt atttattttc ctccccagga gctggggagt ggtggggggc tgcaggtacg 3060 

gtttagcatg tgtttggttc tgggggtctc tocagccttg ttttgggcca agttggaacc 3120 

tctggcocto cagctggtga ctatgaactc oagacccctt cgtgctcccc gacgccttcc 3180 
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ccttgcatcc tgtgtaacca tttcgttggg ccctcccaaa acctacacat aaaacataca 3240 
ggaggaccat taaattggc 3259 


<210> 17 
<211> 425 
<212> PRT 

<213> Rattus norvegicus 
<400> 17 

Met Arg Arg Ala Gly Ala Ala Cys Ser Ala Met Asp Arg Leu Arg Leu 
15 10 15 


Leu Leu Leu Leu lie Leu Gly Val Ser Ser Gly Gly Ala Lys Glu Thr 
20 25 30 


Cys Ser Thr Gly Leu Tyr Thr His Ser Gly Glu Cys Cys Lys Ala Cys 
35 40 45 


Asn Leu Gly Glu Gly Val Ala Gin Pro Cys Gly Ala Asn Gin Thr Val 
50 55 60 


Cys Glu Pro Cys Leu Asp Asn Val Thr Phe Ser Asp Val Val Ser Ala 
65 70 75 80 


Thr Glu Pro Cys Lys Pro Cys Thr Glu Cys Leu Gly Leu Gin Ser Met 
85 90 95 
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Ser Afa Pro Cys Val Glu Ala Asp Asp Ala Val Cys Arg Cys Ala Tyr 
100 105 no 


Gly Tyr Tyr Gin Asp Glu Glu Thr Gly His Cys Glu Ala Cys Ser Val 
115 120 125 


Cys Glu Val Gly Ser Gly Leu Val Phe Ser Cys Gin Asp Lys Gin Asn 
130 135 140 


Thr Val Cys Glu Glu Cys Pro Glu Gly Thr Tyr Ser Asp Glu Ala Asn 
145 150 155 160 


His Val Asp Pro Cys Leu Pro Cys Thr Val Cys Glu Asp Thr Glu Arg 
165 170 175 


Gin Leu Arg Glu Cys Thr Pro Trp Ala Asp Ala Glu Cys Glu Glu lie 
180 185 190 


Pro Gly Arg Trp lie Pro Arg Ser Thr Pro Pro Glu Gly Ser Asp Ser 
195 200 205 


Thr Ala Pro Ser Thr Gin Glu Pro Glu Val Pro Pro Glu Gin Asp Leu 
210 215 220 


Val Pro Ser Thr Val Ala Asp Met Val Thr Thr Val Met Gly Ser Ser 
225 230 235 240 
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Gin Pro Val Val Thr Arg Gly Thr Thr Asp Asn Leu He Pro Val Tyr 
245 250 255 


Cys Ser lie Leu Ala Ala Val Val Val Gly Leu Val Ala Tyr lie Ala 
.260 265 270 


Phe Lys Arg Trp Asn Ser Cys Lys Gin Asn Lys Gin Gly Ala Asn Ser 
275 280 285 


Arg Pro Val Asn Gin Thr Pro Pro Pro Glu Gly Glu Lys Leu His Ser 
290 295 300 


Asp Ser Gly lie Ser Val Asp Ser Gin Ser Leu His Asp Gin Gin Thr 
305 310 315 320 


His Thr Gin Thr Ala Ser Gly Gin Ala Leu Lys Gly Asp Gly Asn Leu 
325 330 335 


Tyr Ser Ser Leu Pro Leu Thr Lys Arg Glu Glu Val Glu Lys Leu Leu 
340 345 350 


Asn Gly Asp Thr Trp Arg His Leu Ala Gly Glu Leu Gly Tyr Gin Pro 
355 360 365 


Glu His lie Asp Ser Phe Thr His Glu Ala Cys Pro Val Arg Ala Leu 
370 375 380 
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Leu Ala Ser Trp Gly Ala Gin Asp Ser Ala Thr Leu Asp Ala Leu Leu 
385 390 395 400 


Ala Ala Leu Arg Arg Me Gin Arg Ala Asp Me Val Glu Ser Leu Cys 
405 410 415 


Ser Glu Ser Thr Ala Thr Ser Pro Val 
420 425 


<210> 18 

<211> 4167 

<212> DNA 

<213> Homo sapiens 

<400> 18 

atgagccggc ccccgccgac ggggaaaatg cccggcgccc ccgagaccgc gccgggggac 60 

ggggcaggcg cgagccgcca gaggaagctg gaggcgctga tccgagaccc tcgctccccc 120 

atcaacgtgg agagcttgct ggatggctta aattccttgg tccttgattt agattttcct 180 

gctttgagga aaaacaagaa catagataat ttcttaaata gatatgagaa aattgtgaaa 240 

aaaatcaaag gtctacagat gaaggcagaa gactatgatg ttgtaaaagt tattggaaga 300 

ggtgcttttg gtgaagtgca gttggttcgt cacaaggcat cgcagaaggt ttatgctatg 360 

aagcttctta gtaagtttga aatgataaaa agatcagatt ctgccttttt ttgggaagaa 420 

agagatatta tggcctttgc caatagcccc tgggtggttc agctttttta tgcctttcaa 480 

gatgataggt atctgtacat ggtaatggag tacatgcctg gtggagacct tgtaaacctt 540 
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atgagtaatt atgatgtgcc tgaaaaatgg gccaaatttt acactgctga agttgttctt 600 

gctctggatg caatacactc catgggttta atacacagag atgtgaagcc tgacaacatg 660 

ctcttggata aacatggaca tctaaaatta gcagattttg gcacgtgtat gaagatggat 720 

gaaacaggca tggtacattg tgatacagca gttggaacac cggattatat atcacctgag 780 

gttctgaaat cacaaggggg tgatggtttc tatgggcgag aatgtgattg gtggtctgta 840 

ggtgttttcc tttatgagat gctagtgggg gatactccat tttatgcgga ttcacttgta 900 

ggaacatata gcaaaattat ggatcataag aattcactgt gtttccctga agatgcagaa 960 

atttccaaac atgcaaagaa tctcatctgt gctttcttaa cagataggga ggtacgactt 1020 

gggagaaatg gggtggaaga aatcagacag oatcctttct ttaagaatga tcagtggcat 1080 

tgggataaca taagagaaac ggcagctcct gtagtacctg aactcagcag tgacatagac 1140 

agcagcaatt tcgatgacat tgaagatgac aaaggagatg tagaaacctt cccaattcct 1200 

aaagcttttg ttggaaatca gctgcctttc atcggattta cctactatag agaaaattta 1260 

ttattaagtg actctccatc ttgtagagaa aatgattcca tacaatcaag gaaaaatgaa 1320 

gaaagtcaag agattcagaa aaaactgtat acattagaag aacatcttag caatgagatg 1380 

caagccaaag aggaactgga acagaagtgc aaatctgtta atactcgcct agaaaaaaca 1440 

gcaaaggagc tagaagagga gattacctta cggaaaagtg tggaatcagc attaagacag 1500 

ttagaaagag aaaaggcgct tcttcagcac aaaaatgcag aatatcagag gaaagctgat 1560 

catgaagcag acaaaaaacg aaatttggaa aatgatgtta acagcttaaa agatcaactt 1620 
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gaagatttga aaaaaagaaa tcaaaactct caaatatcca ctgagaaagt gaatcaactc 1680 

cagagacaac tggatgaaac caatgcttta ctgcgaacag agtctgatac tgcagcccgg 1740 

ttaaggaaaa cccaggcaga aagttcaaaa cagattcagc agctggaatc taacaataga 1800 

gatctacaag ataaaaactg cctgctggag actgccaagt taaaacttga aaaggaattt 1860 

atcaatcttc agtcagctct agaatctgaa aggagggatc gaacccatgg atcagagata 1920 

attaatgatt tacaaggtag aatatgtggc ctagaagaag atttaaagaa cggcaaaatc 1980 

ttactagcga aagtagaact ggagaagaga caacttcagg agagatttac tgatttggaa 2040 

aaggaaaaaa gcaacatgga aatagatatg acataccaac taaaagttat acagcagagc 2100 

ctagaacaag aagaagctga acataaggcc acaaaggcac gactagcaga taaaaataag 2160 

atctatgagt ccatcgaaga agccaaatca gaagccatga aagaaatgga gaagaagctc 2220 

ttggaggaaa gaactttaaa acagaaagtg gagaacctat tgctagaagc tgagaaaaga 2280 

tgttctctat tagactgtga cctcaaacag tcacagcaga aaataaatga gctccttaaa 2340 

cagaaagatg tgctaaatga ggatgttaga aacctgacat taaaaataga gcaagaaact 2400 

cagaagcgct gccttacaca aaatgacctg aagatgcaaa cacaacaggt taacacacta 2460 

aaaatgtcag aaaagcagtt aaagcaagaa aataaccatc tcatggaaat gaaaatgaac 2520 

ttggaaaaac aaaatgctga acttcgaaaa gaacgtcagg atgcagatgg gcaaatgaaa 2580 

gagctccagg atcagctcga agcagaacag tatttctcaa ccctttataa aacacaagtt 2640 

agggagctta aagaagaatg tgaagaaaag accaaacttg gtaaagaatt gcagcagaag 2700 
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aaacaggaat tacaggatga acgggactct ttggctgccc aactggagat caccttgacc 2760 

aaagcagatt ctgagcaact ggctcgttca attgctgaag aacaatattc tgatttggaa 2820 

aaagagaaga tcatgaaaga gctggagatc aaagagatga tggctagaca caaacaggaa 2880 

cttacggaaa aagatgctac aattgcttct cttgaggaaa ctaataggac actaactagt 2940 

gatgttgcca atcttgcaaa tgagaaagaa gaattaaata acaaattgaa agatgttcaa 3000 

gagcaactgt caagattgaa agatgaagaa ataagcgcag cagctattaa agcacagttt 3060 

gagaagcagc tattaacaga aagaacactc aaaactcaag ctgtgaataa gttggctgag 3120 

atcatgaatc gaaaagaacc tgtcaagcgt ggtaatgaca cagatgtgcg gagaaaagag 3180 

aaggagaata gaaagctaca tatggagctt aaatctgaac gtgagaaatt gacccagcag 3240 

atgatcaagt atcagaaaga actgaatgaa atgcaggcac aaatagctga agagagccag 3300 

attcgaattg aactgcagat gacattggac agtaaagaca gtgacattga gcagctgcgg 3360 

tcacaactcc aagccttgca tattggtctg gatagttcca gtataggcag tggaccaggg 3420 

gatgctgagg cagatgatgg gtttccagaa tcaagattag aaggatggct ttcattgcct 3480 

gtacgaaaca acactaagaa atttggatgg gttaaaaagt atgtgattgt aagcagtaag 3540 

aagattcttt tctatgacag tgaacaagat aaagaacaat ccaatcctta catggtttta 3600 

gatatagaca agttatttca tgtccgacca gttacacaga cagatgtgta tagagcagat 3660 

gctaaagaaa ttccaaggat attccagatt ctgtatgcca atgaaggaga aagtaagaag 3720 

gaacaagaat ttccagtgga gccagttgga gaaaaatcta attatatttg ccacaaggga 3780 
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catgagttta ttcctactct ttatcatttc ccaaccaact gtgaggcttg tatgaagccc 3840 

ctgtggcaca tgtttaagoo tcctcctgct ttggagtgcc gccgttgcca tattaagtgt 3900 

cataaagatc atatggacaa aaaggaggag attatagcac cttgcaaagt atattatgat 3960 

atttcaacgg caaagaatct gttattacta gcaaattcta cagaagagca gcagaagtgg 4020 

gttagtcggt tggtgaaaaa gatacctaaa aagcccccag ctccagaccc ttttgcccga 4080 

tcatctccta gaacttcaat gaagatacag caaaaccagt ctattagacg gccaagtcga 4140 

cagcttgccc caaacaaacc tagctaa 4167 

<210> 19 

<211> 1388 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Ser Arg Pro Pro Pro Thr Gly Lys Met Pro Gly Ala Pro Glu Thr 
1 5 10 15 

Ala Pro Gly Asp Gly Ala Gly Ala Ser Arg Gin Arg Lys Leu Glu Ala 
20 25 30 

Leu lie Arg Asp Pro Arg Ser Pro I le Asn Val Glu Ser Leu Leu Asp 
35 40 45 

Gly Leu Asn Ser Leu Val Leu Asp Leu Asp Phe Pro Ala Leu Arg Lys 
50 55 60 
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Asn Lys Asn I le Asp Asn Phe Leu Asn Arg Tyr Glu Lys Me Val Lys 
65 70 75 80 


Lys I fe Lys Gly Leu Gin Met Lys Ala Glu Asp Tyr Asp Val Val Lys 
85 90 95 


Val I le Gly Arg Gly Ala Phe Gly Glu Val Gin Leu Val Arg His Lys 
100 105 no 


Ala Ser Gin Lys Val Tyr A|a Met Lys Leu Leu Ser Lys Phe Glu Met 
115 120 125 


I le Lys Arg Ser Asp Ser Ala Phe Phe Trp Glu Glu Arg Asp I le Met 
130 135 140 


Ala Phe Ala Asn Ser Pro Trp Val Val Gin Leu Phe Tyr Ala Phe Gin 
145 150 155 160 


Asp Asp Arg Tyr Leu Tyr Met Val Met Glu Tyr Met Pro Gly Gly Asp 
165 170 175 


Leu Val Asn Leu Met Ser Asn Tyr Asp Val Pro Glu Lys Trp Ala Lys 
180 185 190 


Phe Tyr Thr Ala Glu Val Val Leu Ala Leu Asp Ala I le His Ser Met 
195 200 205 
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G I y Leu He His Arg Asp Va I Lys Pro Asp Asn Met Leu Leu Asp Lys 
210 215 220 


His Gly His Leu Lys Leu Ala Asp Phe Gly Thr Cys Met Lys Met Asp 
225 230 235 240 


Glu Thr Gly Met Val His Cys Asp Thr Ala Val Gly Thr Pro Asp Tyr 
245 250 255 


lie Ser Pro Glu Val Leu Lys Ser Gin Gly Gly Asp Gly Phe Tyr Gly 
260 265 270 


Arg Glu Cys Asp Trp Trp Ser Val Gly Val Phe Leu Tyr Glu Met Leu 
275 280 285 


Val Gly Asp Thr Pro Phe Tyr Ala Asp Ser Leu Val Gly Thr Tyr Ser 
290 295 300 


Lys He Met Asp His Lys Asn Ser Leu Cys Phe Pro Glu Asp Ala Glu 
305 310 315 320 


I le Ser Lys His Ala Lys Asn Leu He Cys Ala Phe Leu Thr Asp Arg 
325 330 335 


Glu Val Arg Leu Gly Arg Asn Gly Val Glu Glu He Arg Gin His Pro 
340 345 350 
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Phe Phe Lys Asn Asp Gin Trp His Trp Asp Asn lie Arg Glu Thr Ala 
355 360 365 


Ala Pro Val Val Pro Glu Leu Ser Ser Asp Me Asp Ser Ser Asn Phe 
370 375 380 


Asp Asp lie Glu Asp Asp Lys Gly Asp Val Glu Thr Phe Pro lie Pro 
385 390 395 400 


Lys Ala Phe Val Gly Asn Gin Leu Pro Phe lie Gly Phe Thr Tyr Tyr 
405 410 415 


Arg Glu Asn Leu Leu Leu Ser Asp Ser Pro Ser Cys Arg Glu Asn Asp 
420 425 430 


Ser lie Gin Ser Arg Lys Asn Glu Glu Ser Gin Glu lie Gin Lys Lys 
435 440 445 


Leu Tyr Thr Leu Glu Glu His Leu Ser Asn Glu Met Gin Ala Lys Glu 
450 455 460 


Glu Leu Glu Gin Lys Cys Lys Ser Val Asn Thr Arg Leu Glu Lys Thr 
465 470 475 480 


Ala Lys Glu Leu Glu Glu Glu lie Thr Leu Arg Lys Ser Val Glu Ser 
485 490 495 
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Ala Leu Arg Gin Leu Glu Arg GIu Lys Ala Leu Leu Gin His Lys Asn 
500 505 510 


Ala Glu Tyr Gin Arg Lys Ala Asp His Glu Ala Asp Lys Lys Arg Asn 
515 520 525 


Leu Glu Asn Asp Val Asn Ser Leu Lys Asp Gin Leu Glu Asp Leu Lys 
530 535 540 


Lys Arg Asn Gin Asn Ser Gin lie Ser Thr Glu Lys Val Asn Gin Leu 
545 550 555 560 


Gin Arg Gin Leu Asp Glu Thr Asn Ala Leu Leu Arg Thr Glu Ser Asp 
565 570 575 


Thr Ala Ala Arg Leu Arg Lys Thr Gin Ala Glu Ser Ser Lys Gin I le 
580 585 590 


Gin Gin Leu Glu Ser Asn Asn Arg Asp Leu Gin Asp Lys Asn Cys Leu 
595 600 605 


Leu Glu Thr Ala Lys Leu Lys Leu Glu Lys Glu Phe I le Asn Leu Gin 
610 615 620 


Ser Ala Leu Glu Ser Glu Arg Arg Asp Arg Thr His Gly Ser Glu I le 
625 630 635 640 
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I le Asn Asp Leu Gin Gly Arg I le Cys Gly Leu Glu Glu Asp Leu Lys 
645 650 655 


Asn Gly Lys lie Leu Leu Ala Lys Val Glu Leu Glu Lys Arg Gin Leu 
660 665 670 


Gin Glu Arg Phe Thr Asp Leu Glu Lys Glu Lys Ser Asn Met Glu I le 
675 680 685 


Asp Met Thr Tyr Gin Leu Lys Val I le Gin Gin Ser Leu Glu Gin Glu 
690 695 700 


Glu Ala Glu His Lys Ala Thr Lys Ala Arg Leu Ala Asp Lys Asn Lys 
705 710 715 720 


Me Tyr Glu Ser Me Glu Glu Ala Lys Ser Glu Ala Met Lys Glu Met 
725 730 735 


Glu Lys Lys Leu Leu Glu Glu Arg Thr Leu Lys Gin Lys Val Glu Asn 
740 745 750 


Leu Leu Leu Glu Ala Glu Lys Arg Cys Ser Leu Leu Asp Cys Asp Leu 
755 760 765 


Lys Gin Ser Gin Gin Lys Me Asn Glu Leu Leu Lys Gin Lys Asp Val 
770 775 780 
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Leu Asn Glu Asp Val Arg Asn Leu Thr Leu Lys lie Glu Gin Glu Thr 
785 790 795 soo 


Gin Lys Arg Cys Leu Thr Gin Asn Asp Leu Lys Met Gin Thr Gin Gin 
805 810 815 


Val Asn Thr Leu Lys Met Ser Glu Lys Gin Leu Lys Gin Glu Asn Asn 
820 825 8 3o 


His Leu Met Glu Met Lys Met Asn Leu Glu Lys Gin Asn Ala Glu Leu 
835 840 845 


Arg Lys Glu Arg Gin Asp Ala Asp Gly Gin Met Lys Glu Leu Gin Asp 
850 855 860 


Gin Leu Glu Ala Glu Gin Tyr Phe Ser Thr Leu Tyr Lys Thr Gin Val 
865 870 


875 


880 


Arg Glu Leu Lys Glu Glu Cys Glu Glu Lys Thr Lys Leu Gly Lys Glu 
885 890 895 


Leu Gin Gin Lys Lys Gin Glu Leu Gin Asp Glu Arg Asp Ser Leu Ala 
900 905 910 


Ala Gin Leu Glu lie Thr Leu Thr Lys Ala Asp Ser Glu Gin Leu Ah 


915 


920 


925 
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Arg Ser lie Ala Glu Glu Gin Tyr Ser Asp Leu Glu Lys Glu Lys Me 
930 935 940 


Met Lys Glu Leu Glu Me Lys Glu Met Met Ala Arg His Lys Gin Glu 
945 950 955 960 


Leu Thr Glu Lys Asp Ala Thr Me Ala Ser Leu Glu Glu Thr Asn Arg 
965 970 975 


Thr Leu Thr Ser Asp Val Ala Asn Leu Ala Asn Glu Lys Glu Glu Leu 
980 985 990 


Asn Asn Lys Leu Lys Asp Val Gin Glu Gin Leu Ser Arg Leu Lys Asp 
995 1000 1005 


Glu Glu Me Ser Ala Ala Ala Me Lys Ala Gin Phe Glu Lys Gin 
1010 1015 1020 


Leu Leu Thr Glu Arg Thr Leu Lys Thr Gin Ala Val Asn Lys Leu 
1025 1030 1035 


Ala Glu Me Met Asn Arg Lys Glu Pro Val Lys Arg Gly Asn Asp 
1040 1045 1050 


Thr Asp Val Arg Arg Lys Glu Lys Glu Asn Arg Lys Leu His Met 
1055 1060 1065 
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Glu Leu Lys Ser Glu Arg Glu Lys Leu Thr 6ln Gin Met I le Lys 
1070 1075 1080 


Tyr Gin Lys Glu Leu Asn Glu Met Gin Ala Gin lie Ala Glu Glu 
1085 1090 1095 


Ser Gin lie Arg lie Glu Leu Gin Met Thr Leu Asp Ser Lys Asp 
1100 1105 1110 


Ser Asp lie Glu Gin Leu Arg Ser Gin Leu Gin Ala Leu His lie 
1115 1120 1125 


Gly Leu Asp Ser Ser Ser lie Gly Ser Gly Pro Gly Asp Ala Glu 
1130 1135 1140 


Ala Asp Asp Gly Phe Pro Glu Ser Arg Leu Glu Gly Trp Leu Ser 
1145 1150 1155 


Leu Pro Val Arg Asn Asn Thr Lys Lys Phe Gly Trp Val Lys Lys 
1160 1165 1170 


Tyr Val lie Val Ser Ser Lys Lys Me Leu Phe Tyr Asp Ser Glu 
1175 1180 1185 


Gin Asp Lys Glu Gin Ser Asn Pro Tyr Met Val Leu Asp lie Asp 
1190 1195 1200 
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Lys Leu Phe His Val Arg Pro Val Thr Gin Thr Asp Val Tyr Arg 
1205 1210 1215 


Ala Asp Ala Lys Glu lie Pro Arg lie Phe Gin lie Leu Tyr Ala 
1220 1225 1230 


Asn Glu Gly Glu Ser Lys Lys Glu Gin Glu Phe Pro Val Glu Pro 
1235 1240 1245 


Val Gly Glu Lys Ser Asn Tyr lie Cys His Lys Gly His Glu Phe 
1250 1255 1260 


Me Pro Thr Leu Tyr His Phe Pro Thr Asn Cys Glu Ala Cys Met 
1265 1270 1275 


Lys Pro Leu Trp His Met Phe Lys Pro Pro Pro Ala Leu Glu Cys 
1280 1285 1290 


Arg Arg Cys His Me Lys Cys His Lys Asp His Met Asp Lys Lys 
1295 1300 1305 


Glu Glu lie Me Ala Pro Cys Lys Val Tyr Tyr Asp Me Ser Thr 
1310 1315 1320 


Ala Lys Asn Leu Leu Leu Leu Ala Asn Ser Thr Glu Glu Gin Gin 
1325 1330 1335 
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Lys Trp Val Ser Arg Leu Val Lys Lys lie Pro Lys Lys Pro Pro 
1340 1345 1350 


Ala Pro Asp Pro Phe Ala Arg Ser Ser Pro Arg Thr Ser Met Lys 
1355 1360 1365 


I le Gin Gin Asn Gin Ser I le Arg Arg Pro Ser Arg Gin Leu Ala 
1370 1375 1380 


Pro Asn Lys Pro Ser 
1385 


<210> 20 

<211> 11 

<212> PRT 

<213> Human adenovirus type 1 

<400> 20 

Tyr Gly Arg Lys Lys Arg Arg Gin Arg Arg Arg 
1 5 10 


<210> 21 
<211> 6439 
<212> DNA 

<213> Human adenovirus type 1 
<400> 21 

aaatattttt gactagcgga ggctagaagg agagagatgg gtgcgagagc gtcagtatta 60 
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agcgggggag aattagataa atgggaaaaa attcggttaa ggccaggggg aaagaaaaca 120 

tataaattaa aacatatagt atgggcaagc agggagctag aacgcttcgc agttaaccct 180 

ggcctgttag aaacatcagg aggctgtaga caaatattga aacagctaca tccatctctt 240 

cagacaggat cagaagaact taaatcatta tataatacag tagcaaccct ctattgtgtg 300 

catcaaagga tagagataag agacaccaag gaagctttag acaagataga ggaagagcaa 360 

aataaatgta agaaaaggga acagcaagca gcagctgaca caggaaacag cagccaggtc 420 

agccaaaatt accctatagt gcagaacctc caggggcaaa tggtacatca gtccatatca 480 

cctaggactt taaatgcatg ggtaaaagta gtagaagaga aggcttttag cccagaagta 540 

atacccatgt tttcagcatt atcagaagga gccaccccac aagatttaaa caccatgcta 600 

aacacagtgg gaggacatca agcagctatg caaatgttaa aagaaaccat caatgaggaa 660 

gctgcagaat gggatagaat gcacccagtg catgcagggc ctgttgcacc aggccagatg 720 

agagaaccaa ggggaagtga tatagcarga actactagta cccttcagga acaaatacaa 780 

tggatgacaa gtaatccacc tgtcccagta ggagaaatct ataaaagatg gataatcctg 840 

ggattaaata aaatagtaag aatgtatagt cctaccagca ttctggacat aaaacaagga 900 

ccaaaggaac cctttagaga ctatgtagac cggttctata aaactctaag agccgagcaa 960 

gcttcacagg aagtaaaagg ttggatgaca gaaaccttgt tggtccaaaa tgcgaaccca 1020 

gattgtaaga ctattttaaa agcattagga ccaggagcta cactagaaga aatgatgaca 1080 

gcatgtcagg gagtgggggg acccggccac aaagcaagag ttttggctga agcaatgagc 1140 


WO 2004/087744 


113/129- 


PCT/JP2004/004385 


caagtaacaa attcagccac cataatgatg cagagaggca attttagaaa tcaaagaaaa 1200 

actgttaagt gtttcaactg tggcaaagaa gggcatatag ccagaaattg cagggcccct 1260 

aggaaaaagg gctgttggaa atgtggacag gaaggacacc aaatgaaaga ttgtactgaa 1320 

agacaggcta attttttagg gaaaatctgg ccttcccaca aggggaggcc gggaaacttt 1380 

cttcagagca gaccagagcc aacagcccca ccagaggaga gtgtcaggtt tggggaagag 1440 

acagcaactc cctctcagaa gcaggggacg atagacaagg aactgtatcc tttagcttcc 1500 

ctcagatcac tctttggcaa ogacccctcg tcacaataaa gatagggggg caactaaagg 1560 

aagccctatt agatacagga gcagatgata cagtattaga agaaatgaat ttgccaggaa 1620 

gatggaaacc aaaaatgata gggggaattg gaggctttat caaagtaaga cagtatgatc 1680 

agatacccct agaaatttgt ggacataaag ctataggtac agtattagta ggacctacac 1740 

ctgtcaacat aattggaaga aatctgttga ctcagattgg atgcacttta aattttccca 1800 

ttagtcctat tgaaactgta ccagtaaaat taaagccagg aatggatggc ccaaaagtta 1860 

aacaatggcc attgacagaa gaaaaaataa aagcattaac agaaatttgt gcagacatgg 1920 

aaaaagaagg gaaaatttca aaaattgggc ctgaaaatcc atacaatact ccagtatttg 1980 

ccataaagaa aaaagacagt actaaatgga gaaaattagt agatttcaga gaacttaata 2040 

agagaactca agacttctgg gaagttcaat taggaatacc acatcccgca gggttaaaaa 2100 

agaaaaaatc agtaacagta ctagatatag gtgatgcata tttttcagta cccttagaca 2160 

gagaattcag gaagtatact gcatttacca tacctagtat aaacaatgag acaccaggga 2220 
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ttagatatca gtacaatgtg cttccacagg ggtggaaagg atcaccagca atatttcaaa 2280 
gtagcatgat aaaaatctta gagcctttta ggaagcaaaa tccagaatta gttatctatc 2340 
aatacatgga tgatttgtat gtaggatcag acttagaaat agggcaacat agaacaaaaa 2400 
tagaagaact aagacaacat ctgttgaggt ggggattaac cacacoagac aaaaagcatc 2460 
agaaagaacc cccattcctt tggatgggct atgagctcca tcctgataaa tggacagtac 2520 
agcctataat gctgccagag aaggatagct ggactgtcaa tgacatacag aagttagtgg 2580 
gaaaattgaa ttgggcaagc cagatttatg cagggattaa agtaaggcaa ttatgtaaac 2640 
tccttagggg aaccaaagca ctaacagaag tagtgcctct aacagaagaa gcagagctag 2700 
agctggcaga aaacagggag attctaaaag aaccagtaca tggagtgtat tatgacccat 2760 
caaaagattt aatagcagaa atacaaaagc agggacaagg ccaatggtca tatcaaattt 2820 
atcaagaacc atttaaaaat ctgaaaacag gaaagtatgc aagaacgagg ggtgcccaca 2880 
ctaatgatgt aagacaatta acagaggcag tgcaaaaaat aaccacagaa agcatagtaa 2940 
tatggggaaa gactcctaaa tttaaactgc ctatacaaaa ggaaacatgg gaaacatggt 3000 
ggacagagta ttggcaagcc acctggattc ctgagtggga gtttgtcaat acccctccct 3060 
tagtgaaatt atggtaccag ttagagaaag aacccattat aggagcagaa actttctatg 3120 
tagatggagc tgctaatagg gagactaaat taggaaaagc aggatatgtt actgacagag 3180 
gaagacaaaa agttgtctcc ctaactgaca caacaaatca gaagactgag ttacaagcaa 3240 
ttcatctagc tctgcaggat tcgggattag aggtaaacat agtaacagac tcacaatatg 3300 
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cattaggaat cattcaagca caaccagata aaagtgaatc agaggtagtt aatcaaataa 3360 

tagagcagtt aatcaacaag gaaaaagtct acctggcatg ggtaccagca cacaaaggaa 3420 

ttggaggaaa tgaacaagta gataaattag tcagtgctgg aatcaggaaa gtactatttt 3480 

tagatggaat agataaggcc caggaagaac atgagaagta tcacagtaat tggagaacaa 3540 

tggctagtga ttttaacctg ccacctgtgg tagctaaaga aatagtagcc agctgtgata 3600 

aatgtcagct aaaaggagaa gccatacatg gacaagtaga ctgtagtcca ggaatatggc 3660 

aactagattg tacacattta gaaggaaaag ttatcotggt agcagtccat gtagccagtg 3720 

ggtacataga agcagaagtt attocagcag agacagggca ggaaacagca tactttatct .3780 

taaaattago aggaagatgg ccagtaaaaa caatacatac agacaatggc agcaatttca 3840 

ccagcgctac ggttaaagcc gcctgttggt gggcagggat caagcaggaa tttggcattc 3900 

cctacaatcc ccaaagtcaa ggagtagtag aatctatgaa taaagaatta aagaaaataa 3960 

taggacagat aagagatcag gctgagcatc ttaagacagc agtacaaatg gcagtatttg 4020 

tccacaattt taaaagaaaa ggggggattg gggactacag tgcaggggaa agaataatag 4080 

acataatagc aacagacata caaaccaaag aactacaaaa acaaattaca aaaattcaaa 4140 

attttcgggt ttattacagg gacagcagag atccactttg gaaaggacca gcaaagctcc 4200 

tctggaaagg tgaaggggca gtagtaatac aagataatag tgatataaaa gtagtgccaa 4260 

gaaggaaagc aaagatcatt agggattatg gaaaacagat ggcaggtaat gattgtgtgg 4320 

caagtagaca ggatgaggat tagcacatgg aaaagtttag taaaacacca tatgtatatt 4380 
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tcaaagaaag ctaagggatg gttttataga catcactatg aaagcactca tccaaaaata 4440 
agttoagaag tacacatccc actaggggat gatagattgg taataacaac atattggggt 4500 
ctgcataoag gagaaagaga ctggcatttg ggtcaaggag tctccataga atggaggaaa 4560 
aggagatata gaacacaagt agaccctgaa ctagcagacc aactaattca tctgtactac 4620 
tttgactgtt tttcagaatc tgctataaga aatgccatat taggacgtat agttagtcct 4680 
aggtgtgaat atcaagcagg acataataag gtaggatctc tacaatactt ggcactagca 4740 
gcattaataa aaccaagaag gacaaagcca cctttgccta gtgttacgaa actgacagag 4800 
gatagatgga acaagcccoa gaaaaccaag ggccgcagag ggagccatac aatgaatgga 4860 
cactagagct tttagaagag cttaagaatg aagctgttag acattttcct tggacatggc 4920 
ttcatggctt aggacaatat atctatgaaa cttatgggga tacttgggca ggagtggaag 4980 
ccataataag aattctgcaa caactgctgt ttattcattt cagaattggg tgtcgacata 5040 
gcagaatagg cattaacatt caacggagga gagcaagaaa tggagccagt agatcctaaa 5100 
ttagagccct ggaagcatcc aggaagtcag cctaaaactg cttgtaacaa ttgctattgt 5160 
aaagtgtgtt gctttcattg ccaagtttgt ttcacaaaaa aaggcttagg catctcctat 5220 
ggcaggaaga agcggagaca gcgacgaaga gctcctcagg acagtcagac tcatcaagct 5280 
cctctaccaa agcagtaagt agtaaatgta atgcaatctc tagcaatatt agcaatagta 5340 
gctttagtag tagcagoaat actagcaata gttgtgtgga ccatagtatt catagaatat 5400 
aggaaaatag taaggcaaag aaaaatagac aggttactta atagaatagc agaaagagca 5460 
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gaagacagtg gcaatgaaag tgaaggagat caggaggaat tatcagcact tgtggtggag 5520 

agggggcaoc ttgctccttg ggatattgat gatctgtagt gctgaggagt tgtgggtcac 5580 

agtctattat ggggtgcctg tgtggaaaga agcaaccacc actctatttt gtgcctcaga 5640 

tgctaaagct tatgatacag aggtgcataa tgtttgggct acacatgcct gtgtacccac 5700 

agaccccaac ccacaagaag tattattggg aaatgtgaca gaaaatttta acatgtggaa 5760 

aaataacatg gtagaacaaa tgcatgagga tatcatcagt ctatgggatc aaagtttaaa 5820 

accatgtgta aaattaaotc cactctgtgt tactttaaat tgcactgacg ttgatgggaa 5880 

gaatgctact aataccaata gtagtattaa aggagaaata aaaaactgct ctttcgatat 5940 

caccacaaac ataagagata aggtggagag acaatatgca tgtttttcta gtcttgatgt 6000 

agtacoaata gaagagggta atactagcca taatactagc tataggttaa taagttgtaa 6060 

cacctcagtc attacacagg cctgtccaaa ggtatccttt gagccaattc ccatacatta 6120 

ctgtgccccg gctggttttg cgattctaaa atgtaatgat aaraaattta atggaacagg 6180 

atcatgtaaa aatgtcagta cagtacaatg tacacatgga attaaaccag tagtatcaac 6240 

tcaactgctg ttaaatggca gtctagcaga agaagagata gtaattagat ctgagaattt 6300 

cacgaacaat gctaaaacta taatagtaca gctgaataaa actatacaaa ttaattgtat 6360 

aagacccaao aacaatacaa gaagaggtat acatatagga ccagggagag cattttatgg 6420 

aacagacata ataggagat ft ., Q 
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<210> 22 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<400> 22 

atgtcagaac cggctgggga tgtccgtcag aacccatgcg gcagcaaggc ctgccgccgc . 60 

ctcttcggcc cagtggacag cgagcagctg agaogcgact gtgatgcgct aatggcgggc 120 

tgcatccagg aggcccgtga gcgatggaac ttcgactttg tcaccgagac accactggag 180 

ggtgacttcg cctgggagcg tgtgcggggc cttggcctgc ccaagctcta ccttcccacg 240 

gggccccggc gaggccggga tgagttggga ggaggcaggc ggcctggcac ctcacctgct 300 

ctgctgcagg ggacagcaga ggaagaccat gtggacctgt cactgtcttg tacccttgtg 360 

cctcgctcag gggagcaggc tgaagggtcc ccaggtggac ctggagactc tcagggtcga 420 

aaacggcggc agaccagcat gacagatttc taccactcca aacgccggct gatcttctcc 480 

aagaggaagc cctaa 4 qc 


<210> 23 

<211> 164 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Ser Glu Pro Ala Gly Asp Val Arg Gin Asn Pro Cys Gly Ser Lys 
15 10 15 
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Ala Cys Arg Arg Leu Phe Gly Pro Val Asp Ser Glu Gin Leu Ser Arg 
20 25 30 


Asp Cys Asp Ala Leu Met Ala Gly Cys Me Gin Glu Ala Arg Glu Arg 
35 40 45 


Trp Asn Phe Asp Phe Val Thr Glu Thr Pro Leu Glu Gly Asp Phe Ala 
50 55 60 


Trp Glu Arg Val Arg Gly Leu Gly Leu Pro Lys Leu Tyr Leu Pro Thr 
65 70 75 80 


Gly Pro Arg Arg Gly Arg Asp Glu Leu Gly Gly Gly Arg Arg Pro Gly 
85 90 95 


Thr Ser Pro Ala Leu Leu Gin Gly Thr Ala Glu Glu Asp His Val Asp 
100 105 110 


Leu Ser Leu Ser Cys Thr Leu Val Pro Arg Ser Gly Glu Gin Ala Glu 
115 120 125 


Gly Ser Pro Gly Gly Pro Gly Asp Ser Gin Gly Arg Lys Arg Arg Gin 
130 135 140 


Thr Ser Met Thr Asp Phe Tyr His Ser Lys Arg Arg Leu lie Phe Ser 
145 150 155 160 
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Lys Arg Lys Pro 


<210> 24 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> substrate 

<400> 24 

Ala Lys Arg Arg Arg Leu Ser Ser Leu Arg Ala 
1 5 10 


<210> 25 
<211> 72 
<212> PRT 

<213> Human adenovirus type 1 
<400> 25 

Met Glu Pro Val Asp Pro Lys Leu Glu Pro Trp Lys His Pro Giy Ser 
15 10 15 


Gin Pro Lys Thr Ala Cys Asn Asn Cys Tyr Cys Lys Val Gys Cys Phe 
20 25 30 


His Cys Gin Val Cys Phe Thr Lys Lys Gly Leu Gly I le Ser Tyr Gly 
35 40 45 
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Arg Lys Lys Arg Arg Gin Arg Arg Arg Ala Pro Gin Asp Ser Gin Thr 
50 55 60 

His Gin Ala Pro Leu Pro Lys Gin 
65 70 

<210> 26 
<211> 3305 
<212> DNA 

<213> Rattus norvegicus 
<400> 26 

gggccagcca gagagogaga gagccggaga gagccagaga gagccagaga gagcggctca 60 

gctcccagct ccaagcagcg cagcgcccgc ccggctctcc ccggccaccg ccgccaccac 120 

cgctacctca gcaccgccac ctcggccgcc gcocccgcco accccggccc tccccggctg 180 

ctgctccccg gcggaggcaa gaggtggttg ggggggacca tggctgacgt ttacccggco 240 

aacgactcca cggcgtctca ggacgtggcc aaccgcttcg cccgcaaagg ggcgctgagg 300 

cagaagaacg tgcatgaggt gaaagaccac aaattcatcg ccogcttctt caagcaaccc 360 

accttctgca gccactgcao cgacttcatc tgggggtttg gaaaacaagg cttccagtgc 420 

caagtttgct gttttgtggt tcacaagagg tgccatgagt ttgttacttt ctcttgtccg 480 

ggtgcggata agggacctga cactgatgac cccagaagca agcacaagtt caaaatccac 540 

acctatggaa gccctacctt ctgtgatcac tgtgggtccc tgctctacgg acttatccac 600 

caagggatga aatgcgacac ctgcgacatg aatgttcaca agcagtgcgt gatcaatgtc 660 
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cccagcctct gcggaatgga tcacacagag aagagggggc ggatttacct gaaggcagag 720 

gtcacagatg aaaagctgca cgtcaccgta cgagatgcaa aaaatctaat ccctatggat 780 

ccaaatgggc tttcggatcc ttacgtgaag ctgaaactta ttcctgaccc caagaatgag 840 

agcaaacaga aaaccaaaac catccgatco acactgaacc ctcagtggaa tgagtccttc 900 

acgttcaaat taaaaccttc agacaaagac cggcgactgt ccgtagaaat ctgggactgg 960 

gatcggacga cacggaatga cttcatgggc tccctttcct tcggcgtctc agagctgatg 1020 

aagatgccag ccagtggatg gtacaagttg ctcaaccaag aggagggtga atactacaat 1080 

gtgcocattc cagaaggaga tgaagaaggc aacgtggaac tcaggcagaa gttcgagaaa 1140 

gccaagctgg gccccgctgg aaacaaagtc atcagccctt cagaagacag gaagcagcca 1200 

tctaacaacc tggacagggt gaaactcaca gacttcaact tcctcatggt gctggggaag 1260 

gggagttttg gaaaggtgat gcttgctgac aggaagggaa cagaggaact gtacgccatc 1320 

aaaatcctga agaaggacgt ggtgatccag gatgacgacg tggagtgcac catggtggag 1380 

aagcgggttc tggccctgct cgacaagccc ccgttcctga cacagctgca ctcctgcttc 1440 

cagacagtgg acoggctgta cttcgtcatg gaatacgtca acggtgggga cctcatgtac 1500 

cacattcagc aagtcggaaa atttaaggag ccacaagcag tattctatgc agccgagato 1560 

tccatcggac tgttctttct tcaoaaaaga ggaatcattt acagggatct gaagctggac 1620 

aacgtcatgc tggactcaga agggcatato aaaatcgccg acttcgggat gtgcaaggaa 1680 

cacatgatgg acggggtcac gaccaggacc ttctgtggga ctccggatta cattgcccca 1740 
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gagataatcg cttaccagcc atatggaaag tctgtggact ggtgggcgta cggcgtgctc 1800 
ctgtatgaga tgctagctgg gcagcctccg ttcgatggcg aagacgaaga tgaactgttt 1860 
cagtctataa tggagcacaa tgtgtcctac cccaaatcct tgtccaagga agctgtctcc 1920 
atctgcaaag ggcttatgac caaacaccct gocaagcggc tgggctgcgg gcccgagggg 1980 
gaaagggatg tcagagagca tgccttcttt aggaggatcg actgggagaa gttggagaac 2040 
agggagatcc aaccgccatt caagcccaaa gtgtgcggca aaggagcaga aaactttgac 2100 
aagttcttca cacgagggca gcctgtctta acaccaccag atcagctggt catcgctaac 2160 
atagaccagt ctgattttga agggttctcg tatgtcaacc cccagtttgt gcacccaatc 2220 
ttgcaaagtg cagtatgaaa ctcagaaaca aaagatctaa tgcctcccta gcccccaatc 2280 
tccccagcag ttgggaagtg attcttaacc ataaaatttt aaggctatag ccttgtattt 2340 
tgttccacac agaggcctga aaattctggg gatattagtc cataagtgat caactttctt 2400 
cccccaccca atcccaaacc aaaaaacatt atcttagtgg atgatgacat aatatacaga 2460 
gtatagttta attatgtaga agtcacatct ggcttcaagt taattctttc ttaggaaaca 2520 
aagagacttg gacoctattt tttggtacga tttaatatat tctcoatacc tttcatattt 2580 
tggattttca ctatccaaat caocagagat aataaagtga acccacotga actcaaggga 2640 
tggaaacatt tctgcccaag atatctttgg aattaaagaa caggaagccc aaacagaaaa 2700 
caaagagagg cagagtctca tatattcaag acctcgttgc ttctattttc tgcttcaatg 2760 
gaaacagtcc ctagagtctg agagggcagg atgaacctga tcactgttcc caatcatcat 2820 
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agcacaacca tagtgcatag tttgaaaatg aaagaaaact tcagacagat gttcgttgaa 2880 

tctatcatat gtactcccct gctcggttga taactatctc gataactcat tctttttaag 2940 

aggccaaaat catctaagga ctttgctaaa caaacatgtg aaatcatttc agatcaagga 3000 

taaaccatgt gtatgttoat tttaatctct gggagatgac tcttcaatcc agggtgcoat 3060 

cagtaatcat gccactgttc acgagtgttg ttagccaacc ccccgccaca taataatatt 3120 

ttgctacctt tgtgggtacc ctircctagga agctaaaatg tatgccccat ccccttttgt 3180 

actacttatt taataagccg cagtgtcgtt tatgaaagta caatgtatag taacttaatc 3240 

aaaagtactg actagcatca gtccctatag gttgattttc ctcctttctc tagccccaca 3300 

tccac 3305 

<210> 27 

<211> 672 

<212> PRT 

<213> Rattus norvegicus 

<400> 27 

Met Ala Asp Val Tyr Pro Ala Asn Asp Ser Thr Ala Ser Gin Asp Val 
1 5 10-15 

Ala Asn Arg Phe Ala Arg Lys Gly Ala Leu Arg Gin Lys Asn Val His 
20 25 30 

Glu Val Lys Asp His Lys Phe I le Ala Arg Phe Phe Lys Gin Pro Thr 
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35 40 45 


Phe Cys Ser His Cys Thr Asp Phe lie Trp Gly Phe Gly Lys Gin Gly 
50 55 60 


Phe Gin Cys Gin Val Cys Cys Phe Val Val His Lys Arg Cys His Glu 
65 70 75 80 


Phe Val Thr Phe Ser Cys Pro Gly Ala Asp Lys Gly Pro Asp Thr Asp 
85 90 95 


Asp Pro Arg Ser Lys His Lys Phe Lys lie His Thr Tyr Gly Ser Pro 
100 105 no 


Thr Phe Cys Asp His Cys Gly Ser Leu Leu Tyr Gly Leu I le His Gin 
"5 120 125 

Gly Met Lys Cys Asp Thr Cys Asp Met Asn Val His Lys Gin Cys Val 
130 135 140 


lie Asn Val Pro Ser Leu Cys Gly Met Asp His Thr Glu Lys Arg Gly 
145 150 155 - 160 

Arg lie Tyr Leu Lys Ala Glu Val Thr Asp Glu Lys Leu His Val Thr 
165 170 175 


Val Arg Asp Ala Lys Asn Leu lie Pro Met Asp Pro Asn Gly Leu Ser 
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180 


185 


190 


Asp Pro Tyr Val Lys Leu Lys Leu lie Pro Asp Pro Lys Asn Glu Ser 
195 200 205 


Lys Gin Lys Thr Lys Thr lie Arg Ser Thr Leu Asn Pro Gin Trp Asn 
210 215 220 


Glu Ser Phe Thr Phe Lys Leu Lys Pro Ser Asp Lys Asp Arg Arg Leu 
225 230 


235 


240 


Ser Val Glu lie Trp Asp Trp Asp Arg Thr Thr Arg Asn Asp Phe Met 
245 250 255 


Gly Ser Leu Ser Phe Gly Val Ser Glu Leu Met Lys Met Pro Ala Ser 
260 265 270 


Gly Trp Tyr Lys Leu Leu Asn Gin Glu Glu Gly Glu Tyr Tyr Asn Val 
275 280 285 


Pro I le Pro Glu Gly Asp Glu Glu Gly Asn Val Glu Leu Arg Gin Lys 
290 295 300 


Phe Glu Lys Ala Lys Leu Gly Pro Ala Gly Asn Lys Val lie Ser Pro 
305 3to 


315 


320 


Ser Glu Asp Arg Lys Gin Pro Ser Asn Asn Leu Asp Arg Val Lys Leu 
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325 . 


330 


335 


Thr Asp Phe Asn Phe Leu Met Val Leu Gly Lys 61 y Ser Phe Gly Lys 
340 345 350 


Val Met Leu Ala Asp Arg Lys Gly Thr Glu Glu Leu Tyr Ala lie Lys 
355 360 365 


lie Leu Lys Lys Asp Val Val lie Gin Asp Asp Asp Val Glu Cys Thr 
370 375 380 


Met Val Glu Lys Arg Val Leu Ala Leu Leu Asp Lys Pro Pro Phe Leu 
385 390 395 400 


Thr Gin Leu His Ser Cys Phe Gin Thr Val Asp Arg Leu Tyr Phe Val 
405 410 415 


Met Glu Tyr Val Asn Gly Gly Asp Leu Met Tyr His lie Gin Gin Val 
420 425 430 


Gly Lys Phe Lys Glu Pro Gin Ala Val Phe Tyr Ala Ala Glu lie Ser 
435 440 445 


I le Gly Leu Phe Phe Leu His Lys Arg Gly lie I le Tyr Arg Asp Leu 
450 455 460 


Lys Leu Asp Asn Val Met Leu Asp Ser Glu Gly His lie Lys lie Als 
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465 


470 


475 


480 


Asp Phe Gly Met Cys Lys Glu His Met Met Asp Gly Val Thr Thr Arg 
485 490 495 


Thr Phe Cys Gly Thr Pro Asp Tyr lie Ala Pro Glu Me lie Ala Tyr 
500 505 510 


Gin Pro Tyr Gly Lys Ser Val Asp Trp Trp Ala Tyr Gly Val Leu Leu 
515 520 525 


Tyr Glu Met Leu Ala Gly Gin Pro Pro Phe Asp Gly Glu Asp Glu Asp 
530 535 540 


Glu Leu Phe Gin Ser lie Met Glu His Asn Val Ser Tyr Pro Lys Ser 
545 550 555 560 


Leu Ser Lys Glu Ala Val Ser lie Cys Lys Gly Leu Met Thr Lys His 
565 570 575- 


Pro Ala Lys Arg Leu Gly Cys Gly Pro Glu Gly Glu Arg Asp Val Arg 
580 585 590 


Glu His Ala Phe Phe Arg Arg lie Asp Trp Glu Lys Leu Glu Asn Arg 
595 600 605 


Glu lie Gin Pro Pro Phe Lys Pro Lys Val Cys Gly Lys Gly Ala Glu 
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610 


615 


620 


Asn Phe Asp Lys Phe Phe Thr Arg Gly Gin Pro Val Leu Thr Pro Pro 
625 630 635 640 


Asp Gin Leu Val lie Ala Asn lie Asp Gin Ser Asp Phe Glu Gly Phe 
645 650 655 


Ser Tyr Val Asn Pro Gin Phe Val His Pro lie Leu Gin Ser Ala Val 
660 665 670 


